
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGVAASVAGTRTFSTLMVAVNRAQTFSTNAQNQSGDEREADF I SNCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I

LQTGR
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 1098057 ACM1TL RS17940 WP 048395233.1 MINRVVLVGRLTKDPELRYTPNGVASTRFTVAVNRAFSNQQGEREADFISCVAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!! !*!**!*!!!!!!*!! !!**!!!*!!!**!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRTNTGGSTEGAQSGPRAQSPGDGQGYAGNEGSGQTNFSYNGGNSNGQPQSYFYGGGQNPDQNQPQFGGANMQNPSGNGQGRSQRSNYGGQDSGSFYQTQSNPQPQPTGMN

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS................NQSNGSQ..QSGFTSPQQTGN 142
NTDB id 1098057 ACM1TL RS17940 WP 048395233.1 SYEGQDGKRVYTTDVVADSVQFLEPRNGSGAPAPQYGGQTYGNNQPSYGGGQPQQQFGGAMPGQGSYGGDSYQQNQPPMN 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGG.GQYFGGGQNDNPFGGNQNNQRRN............. 146
consensus *!!*!*!*!!**!*!*******!!****** * ** **** ***** * ***** ** * * *

logo

A
QPANQAGYTNNRSFTVDNQADEDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1098057 ACM1TL RS17940 WP 048395233.1 QPNYTRVDEDPFANSKGPIEVSEDDLPF 188
NTDB id 113 BSU 40900 NP 391970.1 ..QGNSFNDDPFANDGKPIDISDDDLPF 172
consensus **** **!!!!! * *!**!*!!!!!
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