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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.N..GDREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.S..GEREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1097960 ACM1PH RS10730 WP 135500513.1 ....MINRVVLVGRLTKDPDLRYTPSGAAVARFTLAVNRTFSNA.Q..GEKETDFINCTVWRKQAENTANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.S..GEIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGA.....SQNFNSNQS..NGSQQSGFTSPQQTG...NA 143
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYN.....EGNSGGGQYFGGGQNDNPFGGNQNNQ...RR 145
NTDB id 1097960 ACM1PH RS10730 WP 135500513.1 EGRIQTGSYEGQDGKRVYTTEVVADSVQFLEPKSSGAGADRSQG..........QQPSYQ..QNQSPSPSQ.QNP...SQ 137
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSRQPAPDAPSHPQEA 150
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSRQPASDAPSHPQEA 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQSAPQQ. 158
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NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1097960 ACM1PH RS10730 WP 135500513.1 QNYTRVDQDPFSSGSGPIEVSDDDLPF 164
NTDB id 112 BSU 36310 NP 391512.2 ........................... 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAAPRRQPVP...AAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PAAPRRQPVP...AAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....YSQPQ...YNEPPMDFDDDIPF 177
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