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NTDB id 1073 ABD1 RS00865 WP 015451369.1 .TTQGQAQFEQ........LVQQVRQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQ.PQIAIVGSRKPSPHG 135
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NTDB id 1073 ABD1 RS00865 WP 015451369.1 RQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAS.AHQRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTP 214
NTDB id 1043 H0N27 RS16615 WP 168727007.1 RQVAYDFAYYLSEKGFFISSGLAYGIDEAAHQGAS.THQRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTP 214
NTDB id 25 SA RS06185 WP 000593194.1 QQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKI.EEKGLVISEYPPHTP 207
NTDB id 114 BSU 16110 NP 389493.1 KQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHM.AKHHILLSEHPPETK 205
NTDB id 626 LCA RS04960 WP 011374694.1 KQSLEQLLQGLT.A.TTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVV.AEKGLLLSEYALGTP 203
NTDB id 599 KW2 RS05940 WP 021037268.1 IKSVQKIVTELN.QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYL.AKYQLVLSEYSLGEK 198
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AKSVEKIIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.SNDHLVLSEYGPGEQ 199
NTDB id 267 KZH43 RS05590 WP 000705306.1 AKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQ 199
NTDB id 226 SPD RS05990 WP 000705306.1 AKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQ 199
NTDB id 192 SPR RS05715 WP 000705306.1 AKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQ 199
NTDB id 157 SP RS06205 WP 000705306.1 AKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQ 199
NTDB id 497 SM12261 RS05565 WP 000705318.1 AKSVEKVIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQ 199
NTDB id 109796 ABXG87 RS04405 WP 070476066.1 KQSVRKIVSELG.NHFTIVSGLARGIDTCAHMEALKNKGNTIAVIGTGLDVYYPKENKALQDYM.AKNHLVLTEYGPGEQ 197
NTDB id 407 SMU RS04605 WP 002262865.1 VAAVKKIIQDLS.KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYI.AKNHLLLSEYEAQSQ 197
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NTDB id 1073 ABD1 RS00865 WP 015451369.1 PLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIED 294
NTDB id 1043 H0N27 RS16615 WP 168727007.1 PLQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIED 294
NTDB id 25 SA RS06185 WP 000593194.1 IAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFED 287
NTDB id 114 BSU 16110 NP 389493.1 PQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEE 285
NTDB id 626 LCA RS04960 WP 011374694.1 ARRYQFPARNKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEE 283
NTDB id 599 KW2 RS05940 WP 021037268.1 PLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEE 278
NTDB id 525 SMSK321 RS06295 WP 000705298.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 267 KZH43 RS05590 WP 000705306.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 226 SPD RS05990 WP 000705306.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 192 SPR RS05715 WP 000705306.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 157 SP RS06205 WP 000705306.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 497 SM12261 RS05565 WP 000705318.1 PLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAE 279
NTDB id 109796 ABXG87 RS04405 WP 070476066.1 PLKYHFPERNRIISGLCQGVMVVEAKLRSGSLITCERAMEEGRDVFAIPGNILDGKSDGCHHLIQEGAKCITTGFDILSE 277
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