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NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 .MIVAEEVPAELTWKLEDIFAADEAWEQEFKEVAKLAEKSSSFQGTLGEGAEALYQAFTYKDELIQRLQKLYTYAHMRYD 79
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus * *** !! ! !!! ! !! !* ! ! * !*! * ! ! ! !* !! !*! !!*!* !

logo QDTTNVGSLTYQAEMYDQASKRAIKSNSLYASKQLVSETAGFLASFYFLETPEFI LMASLDDEAKKVLAEGFYKVEEQEHDPGLGKLYDKHAYFLDEERLLNAHNKRDPHVLPSAQEAQEAELLAAQAL
NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 QDTTNSTYQAMDSRIKSLYAKVSTGLSFLTPEILSLDEAVLAGYVEEHDGLKLYKHALDELNAHRPHVLPAEQEALLAQL 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!! !! * !! *! * * !! * !!* !! * ! **!! !! ! * ! !***!!!* ! ! !!!
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NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 SEVVSASSETFGMLNNADLEFPEIENEKGEKVRITHGNYSRFLENPDRRVREDAFKAVYATYGKFRNTFASTLAGNIKRD 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus ** ****!! *! !!!* !! * !* ! *!!!!* *! *!! *! !* !*!*!! ! *!*! !! ! *! *

logo NVYNQAKRI
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YDMVYTPLSVEKETVEKMTAEFLPTYEEKASLT
NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 NVNARIRKFKSAREAALADDHIPESVYDSLVETVNNNLHLLHRYAALRKEVLGLDKVHMWDMYTPLVKEVKMEFPYEKAT 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEESL 319
consensus ! *!**!** !!!*!!!! *!!!!!!!!!*!*!! *! !!!!! !!! !!!!! **!*!*!!!! * *!!
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VDVHKEPNKGKRSGAYSGSGAYDGTNAPFYMVLLMNWQDNTLVDNLFTLAVHEFTGHSLVHSTYFYTRAQ
NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 ETMLKGLEALGEEYTGIVEKGINSRWVDVKENKGKRSGAYSSGAYGTNPYVLMNWQDNVDNLFTLAHEFGHSVHSYYTRA 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus ! !!!!* !* * !!*!!**!!!!!!!!!! !!! !!***!*!!!! *!!!!!! !! !!!*!! *!!
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NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 AQPYVYGDYSIFVAEVASTTNEALLNDYLVKTTEDDQERIYLLNHWLDGFRGTVFRQTMFAEFEHLIHKMDQEGEALTAD 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!*!!*!!*!!!!!! *! * !*! !! ! *!!!*!!!!*!!!!!!! !!!!!! !! ! ! !!!!
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NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 RLTEVYYELNKKYFGEDVAVDEEIGLEWSRIPHFYYNYYVFQYATGFSAATALSKGILEEGQPAIDRYINEFLKAGSSDY 559
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTYLKAGSSDY 558
consensus * *! *!! !!* !! !! !!!!!! !!!!*!!!!!! !!* ! !** * * !* *!!!!!!!!
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NTDB id 1097948 ACM1PH RS04980 WP 416145556.1 AIEVLKKAGVDMTSPQPVEEACKVFEEKLNELEKLLLKK.... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus **!!*!!!!!!!! * *** !*!!!!**! !!! !* ! ****
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