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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 LADFGMEPTDGEILLRRELNDKGKNVCRVNGKLVTISILREIGGALIDIHGQHETQELMDEKQHLHLLDQFAGNSLGKAK 160
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 ESYSHTYDKYMKLKREFASYNENEQQIAQRIDLLTFQLREIEAAELIAGEEEDLLQERKKLQNFTKIYESVSAAHEAIQG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 ESKGLDWVGSAMSELEHAASVDEQFGSHSELVSSAFYQLQDVSSEIKRLIDDMEFDPSRLNEIEQRLALIQSLKRKYGAS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 VEDILIYHEQQADELDKLVNRDQRYQLDQAKLKELTEDLRVDAEELTILRKKAASKLGKAIMEQLRELHMGKASFEVNFS 400
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 ALPNG.............RFDRNGGDVISFYISTNLGEPLKPLTKVASGGELSRMMLALKTIFSKHQGITSIIFDEVDTG 467
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 VSGRVAQAIAEKIAAISVHSQVLCISHLPQVAAMADQHLFIEKKVGKQRTTTAVHELDGQERTEEMSRMLSGAEITDLTL 547
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 1097942 ACM1PH RS00635 WP 183736495.1 QHAEELLTLAKDRKLSLR 565
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG. 576
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