logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

Silly

T Y IREUETL sz Tul Sty K B LA

MMESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE T R
MRMESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE T R
AMFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE T s

..MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEI...

1ok sk ok ok ok sk sk sk skokok D okokok Dokok Dokok | D skok | D skok |k | sk | oskok D1 skok | ok ok ok ok ok ok ok 3k K K K K K K K K K K K K K

SO 12 I 1] o T

...... ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKK
...... ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKK
...... ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKK
............................ ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKK
VDQNNTTTIYQAYDTKESTAETPSSGSKKEPKKKSK IEDTPHDL S\ASIRY S|
NG....... .. .. WAS. . ... .. ..., FEJIKSNG NT

IET T K ok K ok ok ok ok ok ok ok ok ok ok ok ok ok ||k k1| skokokokokkokokok ok | koK | koK ok ok ok K
Fr gVl

Youofe oYLk, M SuSTK e TS Eokstgl WA sk LA dSut gy

ELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARV
ELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARYV
ELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARY|

ELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARYV

NEDVIISKGS A QN YD TIAK e BYS §8% RAKYRY MINT QLE A FARSLIV M IgFW LS MAS YLA [
EDIVEQEAKN INENTIAKYGITMT VK V)Y . NDF Y P@ERIGINT

Fokok ok | oskokokokokok Dokokok Dok Dok | D skokskoskoskoskokskokskokoskokok ok Dokoskokokok DD Dok D1 Dok Dokokokokokokok Dokl Dokok | Dok Dokok D Dok 1 D Dkx

SRES BSR4 DAgS LB e L LA

SVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIK
SVRPLLESMQKQQSFVENASHELRTPLAVLOQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIK
SVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIK
SVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIK
SFHRP MES@® KQ{ FVENASHELRTPLAV QNRLE[JLFRKPE TIMDSERIASSL EVRNMRMLTTYLLNLARRDDGIK

AR TSHRTEINE AschmceceleitolvTo LA T)LENARYTE D EL TR

PELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL
PELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL
PELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL

PELAEVPTSFFENTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYL

D Uskokorskotokok | Lok Do b Do DL Do b Dotk vskoskok ook Do Dok D Dokok DL DD LD DD LD DD Lo D Do b Doeoskoiskorskokon | Lok | ook

125
125
125
125
160
123

205
205
205
205
239
202

285
285
285
285
319
282

365
365
365
365
399
362



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

109794 ABXG87 RS04115 WP 004182392.1
363 SMU RS05195 WP 002262215.1

consensus

Ll

JEH

DRFRIRATRA LA

DAL PR R v

LVSDNGIGISTEDKKKIFDRFYRVDKARTRQOKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
LVSDNGIGISTEDKKKIFDRFYRVDKARTRQOKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

LVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
Vv DNGREGISPEIDKKKIFDRFYRVDKARTRQKGGFGLGLSLANQIVMALKGT [JVKDNNPKGTIFEVK Ijyelj

RlV DNG[NGISMEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIWD LKG Q LANK
bk DO Lk b bske LLLDR Lttt Pl bk DD Lo b b 1) sk ok ok ok % K K ok ok

X non conserved
B similar
>50% conserved

444
444
444
444
471
435



