logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

588 KW2 RS10845 WP 051303741.1

460 GPW51 RS00790 WP 011921720.1
502 SM12261 RS00955 WP 000738641.1
162 SP RS10370 WP 000738627.1

272 KZH43 RS09255 WP 000738626.1
231 SPD RS09885 WP 000738626.1

197 SPR RS09420 WP 000738626.1

530 SMSK321 RS09230 WP 000738643.1
431 SGO RS09410 WP 012130940.1

396 FSA28 RS09395 WP 002263437.1
387 SMU RS09025 WP 002263437.1

98 BSU 24710 NP 390351.1

109748 ABWV75 RS06430 WP 115344919.1
32 MW RS07995 WP 000472256.1

16 SA RS07765 WP 000472256.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

588 KW2 RS10845 WP 051303741.1

460 GPW51 RS00790 WP 011921720.1
502 SM12261 RS00955 WP 000738641.1
162 SP RS10370 WP 000738627.1

272 KZH43 RS09255 WP 000738626.1
231 SPD RS09885 WP 000738626.1

197 SPR RS09420 WP 000738626.1

530 SMSK321 RS09230 WP 000738643.1
431 SGO RS09410 WP 012130940.1

396 FSA28 RS09395 WP 002263437.1
387 SMU RS09025 WP 002263437.1

98 BSU 24710 NP 390351.1

109748 ABWV75 RS06430 WP 115344919.1
32 MW RS07995 WP 000472256.1

16 SA RS07765 WP 000472256.1

consensus

e ot TLE AL

MSKALSLVKIHGRKLCQKKQKAFTL EML VLEIIS

INKVKAFTLVEMLVVLLIIS
INKVKAFTLVEMLVVLLIIS
INKVKAFTLVEMLVVLLIIS
INKVKAFTLVEMLVVLLIIS
IKVKAFTLVEMLVVLLIIS
INKVKAFTLVEMLVVLLIIS
I8 VKAFTLVEMLVVLLIIS
\l8lV AFTL EMLVVLLIIS
........... BV AFTL EMLVVLLIIS
................. JUSK FTLVEML VLEFIIS
............ 48y 15K KAFTL EML VLLIIS

* k%

* % %

NN NN

QNTSQTVAD.

MHAJS

MNDJANGGENRKWND
MHDJANGGENRKWND
MHDIYNGGENRKWND
MHDJANGGENRKWND

V(Y AJANGGENRKWUND

KD SY{K APGY GESNNSETQAWAN

MY AI{HP SKTRH\JAN

Y A{HP SKTRH\JAN

€ YMKKD . J\vCPNGKRIIITGEEVKYEH
ITREFMKEGEES CKSGETISIKNBEAVAE .
I FRKIAMKTCKSGETITISNEEAVAN .

T FpKINAMKTCKSGETITISNGEAVAN .
I kskskkokok *  kk * *

EEEE Y

X non conserved
B similar
>50% conserved

by

LY Aot e

LLLLFVPNL [MQK
LLLLFVPNLTKQK
LIRLLFVPNLTKQK
LIRLLFVPNLTKQK
LIRLLFVPNLTKQK
LIgLLFVPNLTKQK
LLLLFVPNLTKQK
L LLFVPNLTKQK
LLLLFVPNLTKQK
LLLLFVPNLTKQK

116

107
108
108
108
108
108
105
104
104

103
103
103

IGNGINAAVVKVVESQA LYI|
LYGINAAVVKVVESQEIEL Y
DISGIJAAVVKVVESQAELYH]
DISGISJAAVVKVVESQAELYH]
DISGIJAAVVKVVESQAELYH]
DISGISJAAVVKVVESQAELYH]
DISGISJAAVVKVVESQAELYH]
DISGIQJAAVVKVVESQAELYH]

kokkkkk |k | *

&0

NNoOoUODDUoUoUoomXx

WRNP



