logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

i

V

1

AR D NLTNTEARRRAM: e

1 )

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI KB IGRGGMADVYLA DLILDWEEVA KVLRTNYQTDNIAVARFQREARAMA LWHPNIVINIMIDIG
MIQ GK FAGRYRI KN IGRGGMADVYLAWNDLILDWEEVA KVLRTNYQTD[f AVARFQREARAMA LEHPRNIVINIRIDIG

) ) LML AT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LﬁMEYVDGFDLK YIF ERAPLSNEEGVRIMY LEAMSLAHEN GIVHRDLKPQNILLTESHGTEKVTDFGIAVA
\
PT1sl sk #0111

5SRO o DT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

CALE AL TR s mmaEelL o sty Iﬁ%égkéﬂéggﬁ

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTERMHKE
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTE..HK.
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHS
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTE..

QALEN IKATAKKLT RY pWEMERIDLS LSENAR REEKL F

QALENV I ATAKKLENRYNSTLEMSRDLV SLEES  Rid K ..

QALENV IKATAK LT RY SpNNEMINADLIY SLANREBRERKL F§ ESHEEDTKIHL.PK E[.AANS AAQSLKNKTSNQ
[ O O B B I I I B e L skok bk Dl oskoskok |oskokok ok kok Ik |skkokox [ | * * % 5k 3k 3k k %k %k *k %k *

160
160
160
160
160
160
160

240
240
240
240
240
240
240

317
317
317
317
318
317
317



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

s spevrae v auelRF Ry kas Ve s s oT ) DN TR 5

PDV RE(TVA AKETLEY ©HF CI
P VEGQE WAFNE [eAEFN GE

* %k k %k 5k 3k %k %k %k %k 5k k k 5k ok 5k 3k ok %k k sk sk sk k k| % skokokkkkokkkkk | skookok |k Dok skoskoskoskosk | ook skoskosk sk sk sk koskosk k| ok

ageieee T TN IS ohral sl e o el

kokokokokokokok Dok Dokokoskosk Doe x| 1k k11 skokokokokok ok kok | okokokok |k kokok |k * 1% kok | oskoskokok | okokok ok ok ok ok ok ko

b LA E ksl M

A sty SE ek m e

EEGE IRSAIPGKNK PKD.KAKIKFRVATP.KI TMPRBVTELTVETA QTLNRKN SSSSHEYHRYNTGAKLDKAKIP
] GTV GQSPKPQKTYHPHSDKK.ITEKV....VK THMPNLKNSTYEINAMSITI#T AMG SSSRIKAY..DASDYSSEIEHP
kx| ok ok 11 skosk sk ok sk sk sk osk ko * % * k% | % %k % 3k % % Xk * % %k sk sk | sk %k sk 5k 5k k k% * % k * % %

Ve sy el T et e e EwvETAEACSyes,

SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSE\EGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSWYEGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSWYEGM

SSSSL VGQSPYYINIVS SEADIIT LMV

[ (IR * % % % ok sk k |k ok sk ok k ok ok

396
396
396
396
398
396
396

475
475
475
475
477
476
475

546
546
546
546
555
555
548

626
626
626
626
611
601
601



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1097414 ACM3HO RS05790 WP 000614570.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

WE BACEADLIKTRU Sy

VVEQSPRAGEKVDLNKTRVKISIYKPKT
VVEQSPRAGEKVDLNKTRVKISIYKPKT
VVEQSPRAGEKVDLNKTRVKISIYKPKT
VVEQSPRAGEKVDLNKTRVKISIYKPKT

X non conserved
B similar
>50% conserved

oAl

659
659
659
659
651
624
616



