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NTDB id 109730 ABWV75 RS01550 WP 070508443.1 MKVLIVEDDVVIAESLGNELSHWNYEVSIAKQFDNILEEFKTAEPELVLLDINLPTFNGYHWCQEIRKVSNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!*!!!!!! !!!!!!* !! *!!! ! * !!! !! ! * ! !!!!!!!!!! !!*!!!!!!!! !!!!!!!!!!!
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NTDB id 109730 ABWV75 RS01550 WP 070508443.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLTVSNNEITVKGCKLVVDEATLYYNNDSVQLSFTELQILN 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! ! *!!!!! !**!!! * !* *!!! !!!!!!
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NTDB id 109730 ABWV75 RS01550 WP 070508443.1 KLFQNEGKYVNRTAIIEKCWESENFIDDNTLAVNMTRLRKKLQSIGIVDFIETKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!* !!! !!!!!!!!!
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