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NTDB id 25 SA RS06185 WP 000593194.1 .MI.KLFLLKLY.WAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVN.REENVL...........LLRKYYAFIKLDH 65
NTDB id 1361 HI 0985 AAC22646.1 MNDITYTLLRLMQVPKLGGVGIDKILSNI..........TLNELLNYDD......VAFRQMGWGA.IQIRRWFKPEAKFI 63
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTIS...................ELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQASFQ 61
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQLFKLK.KAGLTNLN...................ILNIIDYEE.RTQKSLSLRDMAVVSKN..KKPLIFMEHYK 55
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLK.KSGLTNQQ...................ILKVLEYGE.NVDQELLLGDIADISGC..RNPAVFMERYF 57
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQ...................ILKVLEYGE.NVDQELLLGDIADISGC..RNPAVFMERYF 57
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQ...................ILKVLEYGE.NVDQELLLGDIADISGC..RNPAVFMERYF 57
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQ...................ILKVLEYGE.NVDQELLLGDIADISGC..RNPAVFMERYF 57
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQ...................ILKVLEYGE.NVDQELLLGDIADISGC..RNPAVFMERYF 57
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLK.KSGLTNQQ...................VLAVLEYGE.NVDQELLLGDIAEISGC..RNPAVFMERYF 57
NTDB id 1097156 ACL43R RS05280 WP 416037287.1 .MIKNFEILRLK.KAGMSNLG...................ILKLINYQE.RHEVKLTLRQFARIAEI..KAIPNFIENYK 56
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDLFRWK.KAGMTNLG...................VNKLLKFFR.KYDRKISLRQMGQVAQV..KSIPNFIEQYK 56
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NTDB id 25 SA RS06185 WP 000593194.1 NDIIK...ELQKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSK 142
NTDB id 1361 HI 0985 AAC22646.1 EPALV...WSQKEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQ.RQMAMVGSRYCTTYGEYWAKHFATELSLA 139
NTDB id 626 LCA RS04960 WP 011374694.1 STTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQ.PCLAVVGARQATHYSKQSLEQLLQGLT.A 139
NTDB id 407 SMU RS04605 WP 002262865.1 NLDSKAL.RKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDLS.K 132
NTDB id 525 SMSK321 RS06295 WP 000705298.1 QIDDAHL.EKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGLE.N 134
NTDB id 267 KZH43 RS05590 WP 000705306.1 QIDDAHL.SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 226 SPD RS05990 WP 000705306.1 QIDDAHL.SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 192 SPR RS05715 WP 000705306.1 QIDDAHL.SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 157 SP RS06205 WP 000705306.1 QIDDAHL.SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 497 SM12261 RS05565 WP 000705318.1 QIDDAHL.EKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 1097156 ACL43R RS05280 WP 416037287.1 SQDVKRL.RKLYKLFPSFSILDDIYPEWLKEIYNPPALLFYQGNLKLLNL.PKLGFVGSREGSKEATKITHKLIEELK.Q 133
NTDB id 599 KW2 RS05940 WP 021037268.1 NQDVKKL.RADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELN.Q 133
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NTDB id 25 SA RS06185 WP 000593194.1 YLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALR.NKIEEKGLVISEYPPHTPIAKYRFPERNRIIS 221
NTDB id 1361 HI 0985 AAC22646.1 GFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIIS 219
NTDB id 626 LCA RS04960 WP 011374694.1 .TTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQ.QVVAEKGLLLSEYALGTPARRYQFPARNKIIA 217
NTDB id 407 SMU RS04605 WP 002262865.1 QFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQ.DYIAKNHLLLSEYEAQSQPLKYHFPERNRIIA 211
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYISNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 267 KZH43 RS05590 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 226 SPD RS05990 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 192 SPR RS05715 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 157 SP RS06205 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 497 SM12261 RS05565 WP 000705318.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQ.DYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 1097156 ACL43R RS05280 WP 416037287.1 NFVIVSGLARGVDTSSHVAAVKQKTPTIAVIGNGLDISYPKENRKLQ.EYLATHELVLSEYLAGEQPLKFHFPERNRIIA 212
NTDB id 599 KW2 RS05940 WP 021037268.1 SFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQ.EYLAKYQLVLSEYSLGEKPLKYHFPERNRIIA 212
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NTDB id 25 SA RS06185 WP 000593194.1 GLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGA.KVVLNANDIFEDYYI.......... 290
NTDB id 1361 HI 0985 AAC22646.1 GLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGA.MLVENAKDILETLYQHSIHSQTEID 298
NTDB id 626 LCA RS04960 WP 011374694.1 GLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD......... 288
NTDB id 407 SMU RS04605 WP 002262865.1 GLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGA.KCITSGFDILNEFNF.......... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 226 SPD RS05990 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 192 SPR RS05715 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 157 SP RS06205 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGA.KLVTSGQDVLAEFEF.......... 282
NTDB id 1097156 ACL43R RS05280 WP 416037287.1 GLSRGIVVVEAKQRSGSLITSRYALEGNREVFAVPGDILNRNASGCNQLIQQGAAKLVTHGQDILDEFYLD......... 283
NTDB id 599 KW2 RS05940 WP 021037268.1 GLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGA.KLVYQAQDILEEYLYN......... 282
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