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NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLL.VCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQ 79
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLL.VCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQ 79
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLL.VCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLL.VCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLL.VCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLL.VCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 .....MKQKFSLIYLVYLLVLVYFLIFSFSWPIIVFSLFSIIVALYRQ.....YYGLLALLLCFSLFLHMVKKEDELQEN 70
NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSILLALFRK.....YYLMIPILIVFAVFFLLINSLSIRDNE 73
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NTDB id 494 SM12261 RS04305 WP 000942409.1 NLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQA 159
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQA 159
NTDB id 189 SPR RS04300 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 223 SPD RS04540 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 154 SP RS04735 WP 000942394.1 NLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 264 KZH43 RS04200 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 KQPAKISKITPYMDTLQVNGSRLSFRGEVDGRDYQAFYTLSSEKEKEYFKNLAVKGTLYLEGTLEIPEGQRNFTGFDYRK 150
NTDB id 596 KW2 RS08720 WP 021037686.1 NQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQK 153
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NTDB id 494 SM12261 RS04305 WP 000942409.1 YLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIH 239
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 189 SPR RS04300 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 223 SPD RS04540 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 154 SP RS04735 WP 000942394.1 YLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 264 KZH43 RS04200 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 YLRTQGIYRLLEIEKIHGFEQTYEFD....LRLIRRRAILWTQEHFPAPMSSYMTGLLFGWLDKDFEEMEELYTSLGIIH 226
NTDB id 596 KW2 RS08720 WP 021037686.1 YLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIH 229
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 189 SPR RS04300 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 223 SPD RS04540 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 154 SP RS04735 WP 000942394.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 LFALSGMQVNFFIELLRNVLLRLGLSRKLVFFIQIPFSIFYAFLTGLSLSILRALLQKNIPFKN..PSDRFSITFLLLIV 304
NTDB id 596 KW2 RS08720 WP 021037686.1 LFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIRLTS..L.DNIGVTTLVLML 306
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NTDB id 494 SM12261 RS04305 WP 000942409.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 189 SPR RS04300 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 223 SPD RS04540 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 154 SP RS04735 WP 000942394.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 264 KZH43 RS04200 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 FSPYFLLTTGGQLTMLYSFLITFISRKFKEVKGLKKSLLDSTVLAVGVLPLFVFHFHSFQPLSIILTLLFSMIFDFLLLP 384
NTDB id 596 KW2 RS08720 WP 021037686.1 ISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLP 386
consensus **!*!**!*!!*!***!*!******* ***!!!*****!*!*****!!***!*!**!!!*!!*!!**!***!!***!!

logo

G
LLLSCFVICVLFALVI

LSLFLHGYFIPNSVLINTQLLNNPFFI FQVE I
V
WLESWGLVMIVIHKRFKLVDGSLNQLPVFLATDHRSKYRPFILVLFGKQPDSNSVATI

L
W
E
F
I
LLLI ILLFLVI LS ISLGALFIVLVYDFSLFYRSKHKNKRINKGWKRNRLFLATFVI

L
I
V
C
S
G
L
F
V
L
L
I FTCLGFIL

NTDB id 494 SM12261 RS04305 WP 000942409.1 LLSILFALSFLHPVIQLN.FIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGL 475
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLSVLFALSFLYPVIQLN.FIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGL 475
NTDB id 189 SPR RS04300 WP 000942407.1 LLSILFVLSFLYPVIQLN.FIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGL 475
NTDB id 223 SPD RS04540 WP 000942407.1 LLSILFVLSFLYPVIQLN.FIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGL 475
NTDB id 154 SP RS04735 WP 000942394.1 LLSILFVLSFLYPVIQLN.FIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGL 475
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLSILFVLSFLYPVIQLN.FIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGL 475
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 GLLFVFLLSLLGINLTLLNPFFVVLESVVKLVGNLFDKPIVFGKPDVIFLLLLFILSGLILDFYKKRNWNLVIILVLFCI 464
NTDB id 596 KW2 RS08720 WP 021037686.1 LLLCCFLISFLGFSLNLN.FIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLF 465
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NTDB id 494 SM12261 RS04305 WP 000942409.1 FFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLI 554
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLI 554
NTDB id 189 SPR RS04300 WP 000942407.1 FLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLI 554
NTDB id 223 SPD RS04540 WP 000942407.1 FLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLI 554
NTDB id 154 SP RS04735 WP 000942394.1 FFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLI 554
NTDB id 264 KZH43 RS04200 WP 000942407.1 FLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLI 554
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 FFLVKNPKHPSITMVDVGQGDSILLQDSWNSKNILIDTGGRLKI.RTDEHWREGSYKSNAERTLLPYLRARGVSKIDALI 543
NTDB id 596 KW2 RS08720 WP 021037686.1 FFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL.P.QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLI 543
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSL 634
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSL 634
NTDB id 189 SPR RS04300 WP 000942407.1 LTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTL 634
NTDB id 223 SPD RS04540 WP 000942407.1 LTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTL 634
NTDB id 154 SP RS04735 WP 000942394.1 LTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTL 634
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTL 634
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 VTHPDEDHIGDLKSVAQKVPIKNIYVSASALEKQIFVKKLSSLKRQIHIVQEGDKIPIFNSYLRFLTTGGEGKSDNDNSL 623
NTDB id 596 KW2 RS08720 WP 021037686.1 LTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSI 623
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NTDB id 494 SM12261 RS04305 WP 000942409.1 VLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLT 714
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLT 714
NTDB id 189 SPR RS04300 WP 000942407.1 VLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLT 714
NTDB id 223 SPD RS04540 WP 000942407.1 VLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLT 714
NTDB id 154 SP RS04735 WP 000942394.1 VLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLT 714
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLT 714
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 VTFGEFYGKKFLFTGDLEEEGEAKLQKGYSHLEVDILKVGHHGSKTSTKEGFLEAIKPKIALISAGKNNRYKHPSQETLH 703
NTDB id 596 KW2 RS08720 WP 021037686.1 VTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLE 703
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NTDB id 494 SM12261 RS04305 WP 000942409.1 RLETINSKVYRTDQHGAIRFKG.WNSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 RLEGINSKVYRTDQQGAIRFKG.WNSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 RLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 RLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 RLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 RLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 1097145 ACL43R RS02105 WP 416037664.1 QLTARGIKIYRTDQQGAIRLLYKKGSWHIQTVK 736
NTDB id 596 KW2 RS08720 WP 021037686.1 TLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
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