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FYF IWLFHNRLTQKDKNSPDQSVAQYPDHTKQLPQSTAKRPEKNVFTELQSNKKVEDQETDLNALALPSQEKSTAQWESVETVASAEIVNSSKSDAGLSTVSTKSSTVEESKPVDEAGSVQSTNKEFVKNKEDKSTEGHNSKDQSTEANSEAEKSPTKVL
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQRYRRF...W..WVPC.LVLLGIIAGGFYWHQSQQKQKVTQNEQLLAT.......SASKTKPATKKTHQAAT 66
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKILDKLKEY...W..KIMLLVVCALIAGGIFYIFTNSPKPAETLSVENLSS.......SSTKSSVSKFNSSSSEK 65
NTDB id 1097144 ACL43R RS02100 WP 165711419.1 ...MKKLTEYINEN...L..KTIVGVVLALTILGIFYWNKKVPDLPK..KEEDLPEWVE.....GSKEKDGSEKKNTEKV 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...MESIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPHTPV..KETNLQAEVVAISKDSSTEKDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...MEAIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPQTPV..KETNLQAEVVAVSKDSVSEKEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ...MEAIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPQTPV..KETNLQAEVAAVSKDSSTEKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPQTPV..KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPQTPV..KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ...MEAIIEKIKEY...K..IIVICTGLG.LLVGGFFLLKPAPQTPV..KETNLQAEVAAVSKDLVSEKEVNKEEKEEPL 69
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NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVN.... 154
NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 595 KW2 RS08725 WP 021037687.1 NKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS..... 139
NTDB id 1097144 ACL43R RS02100 WP 165711419.1 DEDEIIVDVKGAVKKPGIYKLSS.KNRVSDAVASAGGFTEEAERKGINLAKKLQDEAEVYVPLRGEADTNHLLEN..... 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG...... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG...... 142
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...... 142
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LGAPQGAKKRAENQAQDI LVIAEDFYHRDMNSEKQEAQNGADSKFQKEQTS IVEDDELGQTKKVGKSGFIGDSAPGKTFLIDE

NTDB id 36 MW RS08230 WP 001793467.1 ..............SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFD 220
NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 595 KW2 RS08725 WP 021037687.1 ..........PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLE 209
NTDB id 1097144 ACL43R RS02100 WP 165711419.1 ..........T.....ENTNKTAKKAKININTADLTELQQLSGVGAKKAQDILDYRSENGSFQTVEELTKVSGFGPKTLE 204
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........S.....GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........P.....GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 ..........S.....GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........L.....GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 ..........L.....GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 ..........L.....GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
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NTDB id 36 MW RS08230 WP 001793467.1 KLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 595 KW2 RS08725 WP 021037687.1 KLKDEISID 218
NTDB id 1097144 ACL43R RS02100 WP 165711419.1 KLKEAITVD 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
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