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MM
S
A
NNQKHKKQTLMPAPQHQDNQVQPGFHEDYELMDNPKRPTVFDDKPSKSKYTGASGKKLEKDGKTVAVI ITGGDSGIGRAVSVFLFYAKEGAHNVAVI SVYLNEHEQ

NTDB id 109712 A9C19 RS15365 WP 072580753.1 MSNNQKHQTMPAQHQDVQPGHEDEMNPKPTFDDSSYTGSGKLKDKVVIITGGDSGIGRAVSVFYAKEGAHVAISYLNEHE 80
NTDB id 122 BSU 10400 NP 388921.1 .MANQKKKTLPPQHQNQQPGFEYLMDPRPVFDKPKK..AKKLEGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYLNEHQ 77
consensus * !!!* !*!*!!! !!!*! ! !*! !! * ** !! ! !!!!!!!!!!!!!!! *!!!!!*! ! !!!!!

logo DAEETKKQQYVEAKELGQVKCLL ILAPGDI
VGDEAFCNDQLVVDGKQATI

S
D
Q
T
VFGPKS ILDI LVNNAAEQHPVQKPGS I EDKITSEHQLEIRTFKQTNI FSFMFY

NTDB id 109712 A9C19 RS15365 WP 072580753.1 DAEETKKQVEALGQKCLLLPGDIGDEAFCNQLVDKTIDTFGKLDILVNNAAEQHPQKGIEDITSEQLERTFKTNIFSFFY 160
NTDB id 122 BSU 10400 NP 388921.1 DAEETKQYVEKEGVKCLLIAGDVGDEAFCNDVVGQASQVFPSIDILVNNAAEQHVQPSIEKITSHQLIRTFQTNIFSMFY 157
consensus !!!!!! !! ! !!!!**!!*!!!!!!! *! !* *!!!!!!!!!!!*!* !! !!!*!! !!! !!!!! !!

logo LTKAAVLPHLKKQGSAS I IVNTASS IVTAYAKGNEKQTL IDYSASTKGAITVSTFTRSLASLQSLAVGQKQGIRVNAVAPGP IWTPL IPASSTFAPADKDQV
NTDB id 109712 A9C19 RS15365 WP 072580753.1 LTKAALPHLKQGSAIVNTSSVTAYAGNEQLIDYSSTKGAITSFTRSLALSLAGKGIRVNAVAPGPIWTPLIPSTFPADQV 240
NTDB id 122 BSU 10400 NP 388921.1 LTKAVLPHLKKGSSIINTASITAYKGNKTLIDYSATKGAIVTFTRSLSQSLVQQGIRVNAVAPGPIWTPLIPASFAAKDV 237
consensus !!!! !!!!! !! !*!! !*!!! !! !!!!! !!!!! *!!!!! !! !!!!!!!!!!!!!!!!!! *!*! !

logo

A
E
S
VFGASDNTVPMEKRPGQPEVELVAPASYLVYLASDDSSTYMVTGQTVI

LHVNGGKTIVNG
NTDB id 109712 A9C19 RS15365 WP 072580753.1 ASFGANTPMKRPGQPEELAPAYVYLASDDSSYMTGQVLHVNGGKIVNG 288
NTDB id 122 BSU 10400 NP 388921.1 EVFGSDVPMERPGQPVEVAPSYLYLASDDSTYVTGQTIHVNGGTIVNG 285
consensus !! !! !!!!! !*!! !*!!!!!!!*!*!!! *!!!!! !!!!

X non conserved

X similar

X ≥ 50% conserved


