
logo MESR I SWDNQYFMATQSHLLALRSTCPTRLASVGATIVRDKR I
MIAGGYNGS IAGGVHCASDEGCLYMVIDDNHCAVRTIHAEMNAI LQCAS

NTDB id 109701 A9C19 RS06045 WP 072579107.1 MSRISWDQYFMTQSHLLALRSTCTRLAVGATIVRDKRIIAGGYNGSIAGGVHCSDEGCYVIDNHCVRTIHAEMNAILQCA 80
NTDB id 106 BSU 25580 NP 390436.1 MERISWNQYFMAQSHLLALRSTCPRLSVGATIVRDKRMIAGGYNGSIAGGVHCADEGCLMIDDHCARTIHAEMNAILQCS 80
consensus ! !!!! !!!! !!!!!!!!!!!*!! !!!!!!!!!!*!!!!!!!!!!!!!!! !!!! *!! !! !!!!!!!!!!!!!

logo KFGVPTADAGAE IYVTHFYPC I
LQCCKAS I IQAGIKQKTVYYAEVDNYKNTHPYAI

QELFEQASGVNTVEHQVELDEMNI
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NTDB id 109701 A9C19 RS06045 WP 072579107.1 KFGVPTAAAEIYVTHFPCLQCCKAIIQAGIQKVYYAVNYKNHPYAIELFEQSGVNVEHVELDENLLRQNNQEQIEFVSYL 160
NTDB id 106 BSU 25580 NP 390436.1 KFGVPTDGAEIYVTHYPCIQCCKSIIQAGIKTVYYAEDYKTHPYAQELFEQAGVTVEQVELDEMIVDLKNREKLSFVAGL 160
consensus !!!!!! *!!!!!!!*!!*!!!! !!!!!! !!!! !! !!!! !!!!! !! !!*!!!!! ** ! ! * !! !

logo

I
L
G
TKLASADAGNI

L
A
S
D
EEEKLKNEKI

L
H
REKQANSTLFETQSYV

NTDB id 109701 A9C19 RS06045 WP 072579107.1 LTKLSAANISDEEKNELREKANSLFEQ.. 187
NTDB id 106 BSU 25580 NP 390436.1 IGKLADAGLAEEELKKIHEQANTLFTSYV 189
consensus * !! ! * *!! **! !!*!! **

X non conserved

X similar

X ≥ 50% conserved


