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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREAN 69
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECN 70
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 MNSTASTASTIDFTSFLKLMAHQRASDLFITAGMPPAIKVNGKISPITQTPLTPQQSRDLVLNVMTPAQREEFEKTHECN 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ..........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECN 70
NTDB id 1307 DR RS10055 WP 010888596.1 ......MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELD 74
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ..........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ..........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ..........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETD 70
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 FAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQ 147
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQ 150
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 FAIGLA.GVGRFRVSCFYQRNQVGMVLRRIETRIPTVEELSLPPIIKTLAMTKRGIILFVGATGTGKSTSLAAMIGYRNQ 159
NTDB id 1203 PSJM300 01605 AFN76401.1 FAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNK 149
NTDB id 1307 DR RS10055 WP 010888596.1 FSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINT 153
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINE 149
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINE 149
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINE 149
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 HRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLH 227
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLH 230
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 NSTGHIITIEDPIEFVHKHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLVLCTLH 239
NTDB id 1203 PSJM300 01605 AFN76401.1 NSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLH 229
NTDB id 1307 DR RS10055 WP 010888596.1 TKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLH 233
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH 229
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH 229
NTDB id 1040 H0N27 RS13360 WP 000355489.1 NRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH 229
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARS 307
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARS 310
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 ANNANQAMDRIINFFPEDRRNQLLMDLSLNLKGVVAQQLVPSPDGRSRKVAMEILLGTPLVQDYIRDGEIHKLKELMKES 319
NTDB id 1203 PSJM300 01605 AFN76401.1 ANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRS 309
NTDB id 1307 DR RS10055 WP 010888596.1 TNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTG 313
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTG 308
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTG 308
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTG 308
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKT.KRGDDYG...SGSLQNV....KIDME........... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKL.SEEANKPLDNRERMSEM....ERKMTFDGQRRNLK.. 383
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 VQLGMKTFDQSLFELYQAGEISYEDALRYADSQNEVRLRIKL.SQGGDARTLSQG.LDGV....EISEVR.......... 383
NTDB id 1203 PSJM300 01605 AFN76401.1 TDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKL.GSETDGEHLTSV.SQGL....TLEMSDDDPGRSFR.. 381
NTDB id 1307 DR RS10055 WP 010888596.1 AREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGGDFGRG 392
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL........................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL........................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL........................................... 345
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......................... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......................... 383
NTDB id 1096853 ACM2ZB RS09695 WP 313435065.1 .......................... 383
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NTDB id 1307 DR RS10055 WP 010888596.1 AAAPATPAAPAAGRSEPGRAGGFGRR 418
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