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NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 MKKFSKQITILFIILSIVYVCYINYINLNGIIIGTKVVATENNEYKIVEMTETSYGKFVGLEQGDIIYKINNNKPSKKNL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !! ! !! !*!!!*!**! !! *!!!!!!!!** * * ! !**!*!!! !!!! !!!!! !!! !!! !*!
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NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 KGDYLYHIKSLDVMRDGEKIHLKDFDIVNLNGSYSYFLTVLPLVFYFLSLVCIFYVLKVSKIRKSFAGYVLILFLLDVAI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! !! !! !!!**! ! !!!!!!!!*! !! *!!*!! !!!! !!!!!**!!!!*!!! ! !*!!!*!*!!! !!!* !
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NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 AYMSAGGPARGHGFNRYINLFTFISSPIFYLKFIQEYFKELGKKFANSLVSFLYIIPMLNIGVELFHRHF..PQDFITNL 238
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
consensus !!*!!!!! !!! !!!!!!!!!!!!!! !! !!! ! !*!! ! ! **!!!!!!!* !*!*! !* * *** !!* !

logo NLVSFAFFTLVTLVFSGSF ISAL IVFYFLHLNYKYKYASEHASFYI LKI
LL I LTNTLSFAPFL IVFFYVLVP I

TI FLTGENYI FDPALASSASLLSVL IPFGLVY
NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 NLVSFFFVTVSGFILVFFHLYKYKYSEHAYILKILILTNTLSFAPFLVFYVVPTILTGEYIFDALSSASLLSLIPFGLVY 318
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
consensus !!!!! *!* ! ** !! !!!! !! *!!!*!!!!!!!!!!!!!*!*!*! ! !! !!!*!! !!!!! !!!!!!!!

logo QFVANKMFDI EF I LGRMRYYALLALMIPTLFL ITVGALAVLFDSVFMDNIQMNSPAVRQTVFFI F IVVMFAVFYFKEVI
MDFKFRLKRFSEK

NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 QFVANKMFDIEFILGRMRYYALLALIPTLFTVGALALFDSFNIQMSPARQTVFIFIVMFAVFYFKEVIDFKFRLKRFSEK 398
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEK 399
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!! !!! !!! ! !!!!! !*!!!!!!!!!!!*!!!!!!!!!!!!

logo FNYQDS I FKYTQLMRGVTSLQQVFKELKKNTI LDVLLVSKAYTFEVTPDHKVI FLDKHE I
VGPDWHNFYQEEFENVTSE IGKI

NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 FNYQDSIFKYTQLMRGVTSLQQVFKELKKTILDVLLVSKAYTFEVTPDHKVIFLDKHEIGPDWHFYQEEFENVTSEIGKI 478
NTDB id 91 BSU 31690 NP 391047.2 FNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKI 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!

logo I EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLMHI EELMEHLKDLKQEGTNP IWLKKL
NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVMHIEELMEHLKDLKQEGTNPIWLKKL 558
NTDB id 91 BSU 31690 NP 391047.2 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKL 559
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!



logo MFAI EEKQRSGLARDLHDSVLQDL I SLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLY
NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 MFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 638
NTDB id 91 BSU 31690 NP 391047.2 MFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 639
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDD
NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDD 718
NTDB id 91 BSU 31690 NP 391047.2 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDD 719
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 1096765 ACK2OW RS06765 WP 021480496.1 GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 768
NTDB id 91 BSU 31690 NP 391047.2 GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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