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NTDB id 1237 CJE RS01260 WP 002876312.1 .....MKKIISVLILAL....SLLNAKSFEESKKELVKFYNDLGSSYWYDFYCQAPFKVNKKGKYISFEVIKSDLYAPRN 71
NTDB id 1303 VF RS02230 WP 011261220.1 ..MKLIRLLISIIAIGSAFNVLAAPPSSFSKAKKEAVKIYLDHPTS....FYCGCDITWKDKKK..GIPDLQSCGYNVR. 71
NTDB id 1297 VP RS12690 WP 005461720.1 .....MKYLFTLFLFVLSTSAFSAPPSSFSAAKREAVKIYQDHPSS....FYCGCDIQWQG.KK..GVPDLASCGYQVR. 67
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ....MMIFRFVTTLAASLPLLTFAAPISFSHAKNEAVKIYRDHPVS....FYCGCEIRWQG.KK..GIPDLESCGYQVR. 68
NTDB id 1096537 ACMXYW RS08940 WP 415903769.1 .....MYKYFSVALLMIPGLALAEHPKSFGSAKKILKEIYADNQQS....FYCGCDYKAQG.KK..LVPDLKSCGYSPR. 67
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NTDB id 1297 VP RS12690 WP 005461720.1 ......KQEKRAARIEWEHVVPAWQFGHQLQCWQSGGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNFNFSQWNGM 141
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ......KNENRASRIEWEHVVPAWQFGHQLQCWQQGGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNFSFSQWNGV 142
NTDB id 1096537 ACMXYW RS08940 WP 415903769.1 ......KNANRAKRIEWEHVMPAWAFGHQLQCWQDGGRKACKK.NPKFKKMESDLHNLVPAIGEVNGDRSNFSFTQLAGE 140
NTDB id 1178 HJ37 RS00640 WP 001082313.1 ......KQPKRGERLEWEHVVSAWEIGHQRQCWQNGGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNFRFGMIPNE 141
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NTDB id 1237 CJE RS01260 WP 002876312.1 LKYTQYGNCKVYTDFKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMEAWDKQYPMDEKEKRIRALL....... 223
NTDB id 1303 VF RS02230 WP 011261220.1 .KGAYYGQCAFKVDFKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEWECERDKRIAKIQGNH 224
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