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NTDB id 600 KWw2 RS01765 WP 011675413.1 157
NTDB id 269 KZH43 RS08665 WP 001085462.1 AREAQKINGGIWNAF IDAEHALDPEAY ALWAL GV N 156
NTDB id 228 SPD RS09265 WP 001085462.1 ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 156
NTDB id 194 SPR RS08825 WP 001085462.1 AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 156
NTDB id 159 SP RS09750 WP 001085462.1 ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN 156
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IYGPESSGKTT AREAQKINGGIWNAF IDAEHALDPEAY ALWAL GVN 156
NTDB id 499 SM12261 RS08315 WP 078228268.1 IYGPESSGKTT AREAQKINGGIWNAF IDAEHALDPEAY ALWAL GVN 156
NTDB id 408 SMU RS09530 WP 002262392.1 IYGPESSGKTT ANEAQKDIGGINNAF IDAEHALDPEYY ALWALGVN 156
NTDB id 453 Spy49 1753c ACI62003.1 IYGPESSGKTT AREAQKINGGIWNAF IDAEHALDPEAY ALWAL GVN 156
NTDB id 115 BSU 16940 NP 389576.2 YGPESSGKTT AIYQNGGFNAF IDAEHALDPYYYANIMLGVN ELL 141
NTDB id 625 LCA RS02525 WP 011374196.1 AIRYQKNGGIWAA IDAERA DPISYAWALGVN D LL 143
NTDB id 1313 DR RS12030 WP 010888966.1 ARENQKEAGGINMAF IDAEHALDPWUY ARSNALGVNQSNDELL SQPDNGEQALETI} 155
NTDB id 1245 Cj1673c YP 002345041.1 AINSOKENGGUAMAF IDAEHALDRSY AJ\QYL GV NE¥D Ll SQPDIIGEQALEIYY 142
NTDB id 1214 NCTC11637 00359 SQJ03206.1 AIEOKINGGUAMAF IDAEHALDUIY AJQHL.GV gy SQPD GEQALEI|® 144
NTDB id 1211 C694 RS00795 WP 000963128.1 AINEQKINGGUAMAF IDAEHALDYR:Y AJSALGV | L SQPD GEQALEI|H 144
NTDB id 1334 RAOC RS04870 WP 004918236.1 AIINQKYJGGIWAAF IDAEHARGDIUNSIY AISLG N SQPDNGEQALET 151
NTDB id 109644 ACGGOH RS01105 WP 005429554.1 pREessnsisieri gy AISIQKINGGINMAF DAEHALDINY ARJALGVN EELL SQPDE\GEQALEIYY 157
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IYGPESSGKTT AWQK(FYNEAF IDAEHALDPYYY ARILGVNIDELL SQPDIRGEQALEIf 159
NTDB id 1130 NGFG RS03960 WP 003688695.1 I GPESSGKTT VUEGAF DAEHAIIDPNY ARISL G V]S SQPD GEQALEI[S 143
NTDB id 1124 NGFG RS03960 WP 003688695.1 I GPESSGKTT MGAF DAEHAIDPLUY ARINL G VIY SQPD GEQALEI[® 143
NTDB id 1123 0K783 RS03845 WP 003688695.1 I GPESSGKTT VUEGAF DAEHAJJDPNY ARBISL G V]S SQPD GEQALEI[S 143
NTDB id 1427 RS RS02760 WP 011000510.1 IYGPESSGKTT INMAFIDAEHALDYEYY APISL G V]S SQPD GEQALETJ 151
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NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR . 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDIGDSHVGLQAR . 235
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR . 235
NTDB id 194 SPR RS08825 WP 001085462.1 GDIGDSHVGLQAR . 235
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR . 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDIGDSHVGLQAR . 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDIGDSHVGLQAR . 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR . 235
NTDB id 453 Spy49 1753c ACI62003.1 GDH§GDSHVGLQAR . 235
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 220
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 222
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBZGLQAR . 234
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 222
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 224
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 224
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GL[JAR . 230
NTDB id 109644 ACGGOH RS01105 WP 005429554.1 GDMGD [BgGLQAR .. 235
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222

NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1

GDMGDSHVGLQAR . 222
GDMGDSHVGLQAR . 222
G MGD [BJGLQAR . 230

NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR . 221

NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 221

NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 221

NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 221

NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 221
]

R0 Lk DUkl Lok Lk bk Lok % k% kLD LLxl Dxdok o0 Loxl LD LTTLLsk!]

consensus PEELLL Pk Ik



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334

109644 ACGGOH RS01105 WP 005429554.1

1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KWw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

LNRB'IS

IMGSTKIEEGS.
IMGNTQIKGTG.
IGNTQIKGTG.
IMGNTQIKGTG.
BIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IGNTQIKGTG.
IMGTTQIKGTG.

2o li=ci=c = s - C = = = = R="R-cl-c = v b= v v i =c = - =)

....L
....L
....L

P T

JKQN
JKQN
JKQN

.KRA
.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

EP
QH
QH

SLSDTGKIKDKSGEYV

EV
EI
EV
EV

A
A

*

o ke T e

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF
RN

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS

M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
I@YGEGIS
IMYGEGIS

EE R

| e e prtve

IM GEGISEMGEL

QUUOXNXXXRNXX XN X =

&)
<

A

Sl

e

315
314
314
314
314
314
314
314
314
295
297
310
297
299
299
310
310
313
297
297
297
305
296
296
296
296
296



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334

109644 ACGGOH RS01105 WP 005429554.1

1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

l Q §5N6§§ZLKEN5EL?QE|Q%5¢Bgﬁk §*Q“EE§?$§EEEVE§QE.E?EOEE§EQL¢¥TEEY¢LDLpDELEJELEE

LDDSEVAETEEETTASKTKAKAKKEEKAVETJREIELELED. .. ... ..

IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNJSEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNJBEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNJSEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNBEVPLDLGDELEIEIEE
IDGEEAAE. .. .SKKDE. ...VAQVDS. .VNBEVTLDLGDELEIEIEE
IDGEEIAE. ...SKKDE....AAQVDS..VNSEVTLDLGDELEIEIEE
IEEDNTEEKQSSKEK. .. .... ETDEK. .ADKNLVLELDDTIELED. .
LEESEEESAMAVASE. ...... E....... TPDLALDLDNGIEIED. .
DNNGVVQQQAEETQEEL .EFE . E .\t vt eeee e
SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE ...............
MAAIRAGNAGEAPALAPAPA . .. ............ APJMAAEA . .. ... ... ...
QNSMEMEGMISGSEDDEGEE . « & v v o v e e e e e e e e
SNEEIMPLPDEPLEEME. . . .t ottt et e e e e e
SNEEIMPLPDEPLEEME . .« . v e ottt e e e e e

A LKEMHISSISAVDDEMPDMDQAEDS . DAPVMPPVPEDTPADVD. . . . L
....... DSN.DESDVEEFSIBEEL. . ...........
....... TDG.ER......PBE...............
....... TDG.ER......PBRE...............
....... TDG.ER......PBE...............
....... EVE.ED. oot tese e e
....... SAA.DDVEFGAVPEEF..............
....... SAA .DDVEFGAVPEEF ... ...........
....... ETE.EEPDLL..ES......co oo
........ EDE.EEPDLL. .LES...............
....... EDL.ADADT . o oot e

* %

X non conserved
B similar
>507% conserved

387
388
388
388
388
384
384
383
378
348
355
363
343
347
347
343
381
372
348
348
348
352
354
354
349
349
347



