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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEA.VCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEA.VCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 109643 ACGG9H RS00765 WP 005429453.1 ..MASVNKVILLGNLGADPDVRYTPDGGTAICTLSLATSRRYKN.RDGQFTEETEWHRVVLFGRTAEIARDYLKKGRSVY 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGA.VANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDA.VATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVY 77
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ....SQEAYQR.PAQQSRQPAPDAPSH 146
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ....SQEAYQR.PAQQSRQPASDAPSH 146
NTDB id 109643 ACGG9H RS00765 WP 005429453.1 VEGRLRTRKWTDQNGNDRWTTEVVC....ENMQLLGGRDGSGQGGPS.GG....YVPAGDGFES.......APRPAAPRS 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGM...NVPAQ....QGSWGQPQQPAKQHQ.. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN.QGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 109643 ACGG9H RS00765 WP 005429453.1 PAAAPQPQASP.AAASAPIDSLDEDVPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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