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NTDB id 1168 A1552VC RS11070 WP 000957200.1 CQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQ..G 150
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSG..L 150
NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSG..L 150
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE 160
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 PQGLINDSLITKHHALPLQKRDNRLFVAISDPTNIQALDEFKFQSGITTEAIIVEEDKLTRAIEVFLEGQDSALDE...L 154
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFN...D 157
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NTDB id 1110 NGFG RS09235 WP 003689817.1 GEGQEE.........EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIA 219
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KEISQDELANLVKV.SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASH 229
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KEINQDELAGLVDI.GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSH 229
NTDB id 1293 VP RS12240 WP 005479695.1 KEINQEELASLVDV.GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNH 229
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DSGDLEGLEISAD..DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPAS 238
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 EDSDLDNLEISDGATEEQEEQESTEDATKDAPIVRFINKILLDSIKNGASDIHFEPYEKSYRIRSRIDGILQEVAKPPSN 234
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EEFDLDV..NLDGPTAQ..EDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQ 233
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NTDB id 1110 NGFG RS09235 WP 003689817.1 VRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKL 299
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQL 308
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQL 308
NTDB id 1293 VP RS12240 WP 005479695.1 LSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQL 308
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTN 317
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 LAARLSARLKVMSQMDISEKRVPQDGRIKMKISK.KRAIDFRVNTLPTLWGEKIVLRILDPSSAKMGVEALGFAEFQKEL 313
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKAL 312
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKAL 312
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NTDB id 1110 NGFG RS09235 WP 003689817.1 LLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPD 379
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1293 VP RS12240 WP 005479695.1 YLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPD 397
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 YLGTLHRPQGMVLVTGPTGSGKTVSLYTGLNILNTEERNISTAEDPVEINLEGINQVHVNAKVGLNFAEALRAFLRQDPD 393
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPD 392
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPD 392
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NTDB id 1110 NGFG RS09235 WP 003689817.1 IIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPS 459
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.S 467
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.N 467
NTDB id 1293 VP RS12240 WP 005479695.1 VVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.T 467
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFT 477
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 VVMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNSAPETLTRLRNMGVPAFNIATSVSLIIAQRLGRRLCESCKKPI.TLP 472
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIP 471
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NTDB id 1110 NGFG RS09235 WP 003689817.1 ASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAG 538
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALLQSQFAFQPNE....ILYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESG 542
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SQLQH.IGIANTE....QIFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSG 541
NTDB id 1293 VP RS12240 WP 005479695.1 VQLQH.LGIQTTD....NIFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSG 541
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQGLIELGFKEADLVNL..KLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSG 554
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 EVTLKEEGFTDEEINDLTLFEANQDGCSKCN.RGYKGRVGIYEMLPMTPEIAEVIMENGNSLDILRVAETQNFQSLRRSG 551
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSG 550
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSG 550
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NTDB id 1110 NGFG RS09235 WP 003689817.1 ILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 IEKLKQGITSFSELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IEKVKEGITTIEEVNRVTVD 574
NTDB id 1096354 ACMXYQ RS13430 WP 415895017.1 LKKVAEGITSLEEMNRVIKT 571
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKKVMQGVTSLQEINRVTSE 570
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