
logo MKQAVIGYLRQSTTMKQQSLAAQKQTAI EALIAKEKHNHIQYHITNFYSDKQSGRTKDKNRNSGYQRQI
L
MTEQL IQQGQCDVI LCCYRLNRLHRN

NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQLTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!!!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQKTYHVHI LSVHDGYFDMDKQAFDRFLKLNI F I SLAELESDNIGEQVKRNGI
L
K
QEKAKQGKRML ITTHAPFGYDEHYH

NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYDYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATFTI IDNTQVNKEASPTVKAVFNYYLIQKGYHGYKKIAQYLLEAEDDNKTFYINRKQPYQVRNI I LINPNYCGRVI
NNQYGQYFEDNMFPAS IVSTTS I

NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 NGTFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!*****!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQVRTLRTSQKPQI
T
VKRQKTPSSEDNQLKQKIKCPYCCDNASTTLTNMTI

VRKKHNHI
TLRYYVCPQKNMNASRFVCEDFKGINAQETLETDSKVLAEKTV

NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 YEQAQRLRSQKQTKQTSSDNQLKQKIKCPCCNATLTNMTVRKKNHILRYYVCPKNMNASRFVCDFKGINAQTLEDKVLKV 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!!**!*!!**!***!*!!!!!!!!!!*!**!!!!!!*!!!*!*!!!!!!!*!!!!!!!!!*!!!!!!!*!!**!! *

logo CKQDFFYQDNQHQRLIYSTVKINKGHNTAIQDQKRLIKRQRDNI ETKKHTHTLNTHQEQL I EKLAQDGKI IDAETFRKEQMTQSLHRQQSPKQPRTI STS INSEGTYHQIRQKHATFIQ
NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 CQDFYQDQHIYVKIKNAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFRKQMQSLHQQPQRITSISEHQIQHTIQ 400
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!*! *!*!!* *!**!*!!!!*!!***!!**!!!!!!!!!**!!!!!!!*!*!!!*!!*****!!* *!!****!

logo NI IQQKRFTLNMI LYPYIDEETINHIASTKNDKSNLAIG IYFKNEPLNIVKNQTMEQLSS IVA
NTDB id 1096257 ACLKMS RS00170 WP 002486033.1 NIIQKRFTLNILYPYIETIHIAKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !!!!*!!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!!!**!!*
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