logo

NTDB id 414 AAK55818.1 838..2187( )

UK . TG TRID FiirlNE VAASRLIR JNHARBIN Q' KQ 'NJKV " LIEAGHY - QUL
NTDB id 109624 ACGHT2 RS07895 WP 390578273.1 NN THMLENLTMFEQAMLFIREAFMAN . BV R O YRENS] RILE KVR - LITGIMYT -y
MEN . MR Y YT |

NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

Dbt R e T T e

GG ] WNNLNDLS
EROBIDLAELIN:  LNDLS
LI EDNSDL ELWYNN NDLS

Ik k%

e Rl

FESSP
I oskkk %

LETLEARREARGF
* %k

N WNNQ KQLN KVRBLITG

kokokokok  kokokskskkokokok D lskk !l 1kl

v

s ok Dskskkokokk kkokok |

EERL T CERLaS Y VLT s

kokokokkk kkk DD

EVIRLTQENLINQERSRLINSILIFYMTDGVLAT RIG IMMINDTAJY GI®V VIRNR SPSRENSAK T BN ME L RDIBNY QSIS
NTDB id 109624 ACGHT2 RS07895 WP 390578273.1  T\SAMA[RFAIWNabIETHAN A SRRRERAURIIEA AN Snols) A[CNERIARY QWL Q EQ WINI DILMIN B Y Yj§DL KTP
NTDB id 375 SMU RS06880 WP 002262929.1 EVFRLTBIENLAQEKNRLWSTILSYMTDGVLATDREGINI TRYINDKIAN i\ ENALIAGNILDILDDE Y YMDLITKTP

consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 109624 ACGHT2 RS07895 WP 390578273.
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 109624 ACGHT2 RS07895 WP 390578273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 109624 ACGHT2 RS07895 WP 390578273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

<0

logo

NTDB id 414 AAK55818.1 838..2187( )

NTDB id 109624 ACGHT2 RS07895 WP 390578273.1
NTDB id 375 SMU RS06880 WP 002262929.1
consensus

R I B B B B B B I | Pk Dok Dbk b b sk sk bskosk Dk sk Dok | kkk Pkt |k

FAL AR TAEALOREY 3 LA RSN L SMEALE A

GINGEFITLRIRFALNRR SGFISGLIAVLHDTTEQEKE R RRLFVSNVSHELRTPLTSVKSYLEALDEGAL

IAN@EFITLRIRFALNRRESGFISGLIAVLHDITEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD GAL
T B B e O O A A O O o A T O O O R A

G SHETR R LRI Te Ul e AR U

¢E VAPWFIKVSLDETNRMMRM TDLLEBILSE®IDNEINTSHLDVELMNFTAFMT ILNRFDY KEQESAKINYE VRDYPIN
INE] APSFIKVSLDETNRMEMRMI DLLNLSRIDNQTEL VE TNFTAFMTEILNRFDQIKSQIsl M [€KNYEIVRDYPIK
JNE VAPSFIKVSLDETNRMMRMITDLLBLSRIDNQTSHLDVELTNFTAFMWY IL RFDQIMSQ[ B WKWYEI RDYPIK
* k|
V

T T LR

E LPBJUDIRNGE NLR RFALPRRESGFISGL AVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGAL
AT VLINRRD
EIVLERRD

L R N R

IR TR

BN/

NILNNAIKYSPDGGKITVMKTTEMQ ILSISDBIGLGIPKNDLPIAIFDRFYRVD ARSRAQGG

D
DNILNNAIKYSPDGGKITV MKTTETQLI SISD@GLGIPKKDLPLIFDRFYRVDKARSRAQGG
DNILNNAIKYSPDGGK T MMNTT TQLILSISDINGLGIPKKDLPLIFDRFYRVDKARSRAQGGT

W e T E

Al

it

R

GLGL IAKEI KQHKGFIWAJMSEYGKGSTFTIVLPY KDINASY UWE * 449

GLGLATAKEIVKQHKGFIWA SEYGKGSTFTIVLPYEKDS INDEWEDEEERR 450

GLGLAIAKEIVKQHKGFIWA SEIMGIAGSTFTIVLPYENDN IMDEWE E H 450
* ok Dbk ok ok k

159
159
158

239
239
238

317
319
317

397
399
397



(> S

non conserved
similar
>50% conserved



