
logo MS
TENTAGFKRYS I LASGSSTGNSFYLVETPQKRFI L IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI FL IVTHEHKSDHIHKGVGVLARKRYGNLD

NTDB id 109623 ACGHT2 RS07890 WP 003065766.1 MSENAFKYSILASGSTGNSFYVETPQKRFLIDAGLTGKKITSLLAEIDRKPEDLDAIFITHEHSDHIKGVGVLARRYNLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*! *!*!!!!!!!!*!!!!!*!!!!!! !!!!!!*!!!!* !*!!!!!!**!*!!! *!!!! !!!*!!!!!!!*! !!

logo VYANAEAKTWQAMI
MDERGNMIGKI

LDFVASQKHI FDELRGKTI
LTFLGDIDI ESFGVSHDAAVEQPQFYRLMKDGNKSFVI LTDTGYVSDRMADG

NTDB id 109623 ACGHT2 RS07890 WP 003065766.1 VYANEKTWQMIDERNMIGKLDFAQKHIFERGKTLTLGDIDIESFGVSHDAVEPQFYRLMKDNKSFVILTDTGYVSDRMAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus !!!! !!! *!** !!!!*! !!!!!* !!!*! !!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!

logo

I
L I ENADGYL I ESNHDI

VE I LRSGAIYPWSLKQR I LSDKGHLSNDEDGAEGTMI
VRTI

LGNKRTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 109623 ACGHT2 RS07890 WP 003065766.1 IIENADGYLIESNHDVEILRSGAYPWSLKQRILSDKGHLSNEDGAGTMIRTIGNRTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!! !!*!!*!!*!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
NL IMQADFLAGVDGHYDFMKI

V
F
YDTSPDEETALTPLATKI

L

NTDB id 109623 ACGHT2 RS07890 WP 003065766.1 NLIQADFGVGYDMKVFDTSPEEATPLTKL 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !*!!! *! *! !**!!!!* ! !! !*

X non conserved

X similar

X ≥ 50% conserved


