logo

NTDB id 1012 ACIAD RS15185 WP 004923719.1
NTDB id 1096206 ACMZ68 RS16545 WP 206216692.1
NTDB id 1056 ABD1 RS15860 WP 000076101.1
consensus

logo

NTDB id 1012 ACIAD RS15185 WP 004923719.1
NTDB id 1096206 ACMZ68 RS16545 WP 206216692.1
NTDB id 1056 ABD1 RS15860 WP 000076101.1
consensus

logo

NTDB id 1012 ACIAD RS15185 WP 004923719.1
NTDB id 1096206 ACMZ68 RS16545 WP 206216692.1
NTDB id 1056 ABD1 RS15860 WP 000076101.1
consensus

logo

NTDB id 1012 ACIAD RS15185 WP 004923719.1
NTDB id 1096206 ACMZ68 RS16545 WP 206216692.1
NTDB id 1056 ABD1 RS15860 WP 000076101.1
consensus

e spchre AMGIAIEITHTL) W LN T AL SR oo

80D LIYVUNIUER MZKKK N EKFIJQQFNRULDMENYGSWPLSVKITCWIF IFFRVIMALGYFVV LIP[LIYY IW¥AQAQE]
PINAIH ISKKKK BLEKFLQQFNTLDMNEYGSWPLSVKITCWIFIFFAVLALGYFVRIQPKLQAIDNAQAQE
WDELW EIVKKKKGNL KFLQQFNTLDMNNYGSWP SVKITCWIFIFFAVLALGYF VIQPKLQAIDNAQAQE

Pk Dokl skokokok |okok [ I A N B O B N R O e I O I o A I N O

LR RNLECLAGTE LD LR

JANLLNEFREKWSKLRNLQQYQEIQL EMIASFNQQLWQLPKE EIP@LVEDIN TGVNSGLKFKNIRLE EVKQENJFIEQP
SNLLNEFREKDSKLRNLQQYQ QLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP
SNLLNEFREKDSKLRNLQQYQ QLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP

! AL RIVT OB ke o RAKTYR gttty
AEAT DYHAF AFVS UV EORUERU T Lo By O0h Ras0N A2
I IEATGDYHAFGAFVS[IAALPRIVT|BHDF EAASIKYK DIPJX YIN KAKTYRY G\a GNA V| NT T
I IEATGDYHAFGAFVSSIAALPRIVTMHDF VEAIPY MKSDIPVLNYRIIKAKTYRY GA[ PIRHQE S VA
IPNIEATGDYHAFGAFVSSIAALPRIVTMHDFINV WMNIPEAKDIJKSDIPVLNYRIKAKTYRY GApY INSIE[N APA AS . .
[ T e I o B I O B B B B I I B B B B B O I A B B A I B T T I
SO
RaeNANY
AQGGEP.... 245
DSSTAN T{RIFY 250
.. NETVQPK 246
* ok * % %

X non conserved
B similar
>507% conserved

160
160
160

239
240
238



