
logo MKE I LKTLTEAMMTLPEDSYSEQQDADEFLE I F IVEE I EE I
NFVDELQPSL IHNEKWMQSENIATLTE IRRHFHTLKGSGRMIGAKSSA

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 MKEILKTLTEAMMLPEDSYSQQDDEFLEIFVEEIEENFVELQSLIHEWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !! !!!!!!*!!!!! !!*!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELAWTVEDTLNRVINQSLGQLTPNTIQQSYVQLVFKFYFLKLVDDNFKQSKKRADHTLDFRPL I LLGQQLQQQQSLVEPALDEELLLQLS
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 ELAWTVEDTLNRVINQSLGLTPNIQQYVQLVFKFYFLKLVDDFKSKKDHTLDFRPLILLGQQLQQQQSVEPALDELLLLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!!!!!!!!!!!! !!! !! !!!!!!!!!!!!!!! !! !* !!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!
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NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 DILTAETQTGLEANNLEPESTEVLTISTQEVAIETEQTVAETLILFMEEAEEHLATIDQFLEKEIHQHESYNALIRALHT 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQA..THTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHT 238
consensus * ! !!! !!!! *!**! * ! ** * ! ! * !!! !!!!!!!!!!!!!*!!!* !*!!**!!!!!!!!!!!

logo LRGSSAMAHQVEPTI FEASTKVEHLFKI LLQEELSSHSEE I LSLLQRDEYREQF IVRDNSLDELLASARHYCSSSTEQLEASDRLLQKQFNQSVWDAYMV
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 LRGSSAMAHVEPIFEASTKVEHLFKILLQEELSSHSEEISLLRDYRQFIRNSLDLLAAHCSTEQLESDLQKFNQVWDAYM 320
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYV 318
consensus !!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!! !*! !!*!! **!*!!!! ! !!! !!!!*

logo EQHGDEHRSTDSPLMPPSHGLVSQLLQLDVASELLDAELDFEKGIRNTEFPDHYLERLSEQADLVLLQHTHQSQAMI
LGLHYEYTNSQLKESY

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 EQHGEHSSPLMPPHGLVSQLLQLDVAELLDAELDFEKGIRTEFPHYLERLSEQADVLLQHTQSQAMIGLYEYTNQLKESY 400
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESY 398
consensus !!!!*** !!!!*!!!!!!!!!!!! !!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!*!!!!*!!*!!! !!!!!!
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NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 DILLDRPDLLQSDYIFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNVLDELKLYTQYIPNLNSESLETHQDVFVPLFNA 480
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNI 478
consensus **!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ** !!! *!*!!!!!!!! ! * * * * ! !**!

logo EPVEPQETAVNVADPTLVEI ENFNSDVFSATDQWAVTVI
LGQSVQLQDRQFYI SSETHQVNRHNFDAPDLLDI FLEEADEELLEGI

MDTDLNI
LWVGNDEQENFAALNN

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 EVEQTANDPLIE.NVFTDQVTIGQSVQLDRQFISSEHVNRHFDPDLLDIFLEEADELLEGMDTDLNLWVNDQENFAALNN 559
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNN 558
consensus !*!* ** * ! *!!!!! !!!*!!! *!!!*!!*!!!!!!!!!!*!!!!!*!!!!!*!! *!!!!!!!!!



logo LMRYLHTLKGGANMI
VQATYI

LGL IAHELES IYERL IQKQLVAVSTSADL IDF IRLVQDDLADRLQIMVREQQHQLDYAAPSHYTINQALK
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 LMRYLHTLKGGANMIQATYIGLIAHELESIYERLIQKQLVASSALIDFIRLVQDDLADRLQIVRQQHLDYAASHTIQALK 639
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALK 638
consensus !!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!!!!!!!!!*! !*!!!!!**!!*!!!
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NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 SAGQVFDSQIKEG....KTEPETYVIPELNFEVLQQEAINNTALSLSELTSGSEQIAES.SNQLVEQTELQVLYADHDHT 714
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENE 718
consensus !!! !* * **** !*! * * * !** ! * * ! !! ****!* *** ! * !* ***
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EQDI ENASVVEQTFLMEEAATELLEMADEHSLLKQWFEQRTNRS I LLQLQRAVHSLKGGASRML

VGLEATVQAIAYQLENAFEQF
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 ESIPDQDINSVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILLQLQRAVHSLKGGSRMLGLETVQAIAYQLENAFEQF 794
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQF 798
consensus **!!! !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!!

logo ALHHFNSSNIYDHNLLESAI
V
A
VWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATIQIPSTKLTRATDLFSSTEPVMS

TF IVQGDGTEPPP
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 ALHHFSSNIYDNLLESAVVWLKEAIFKQNYQHFDGLQQSLENIQFIETAIQIPSKLTRTDLFSTEPVMSFVQGDGTEPPP 874
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTEPPP 878
consensus !!!!! !!!!!*!!!!!* !!!*!!! *!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!!!*!!!!*!*!!!!!!!!!

logo MMGADWEQATEQRLDQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLAVEMELAIQRLADQLRRMEGELETQI IA
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 MMGDWEQAQRLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLAEMELAIQRLADQLRRMEGELETQIIA 954
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQIIA 958
consensus !!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo KHGI EHNSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTEGSLLLVQQSR IQAE IQEGLMRTRLVPFSRL
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 KHGIENSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTEGLLVQQSRIQAEIQEGLMRTRLVPFSRL 1034
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRL 1038
consensus !!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!

logo LPRLQR IVRQTSTALNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAQREQQAKNKPETGR I ELNIHQRQGT

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 LPRLQRIVRQTSTALNRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRAQREQAKKPETGRIELNIHRQGT 1114
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGT 1118
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!*!!!!



logo DVVVTVFKSDDGQGIDLVEKVRQKALLMASGL IKNPEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSDIKASLGGHVSV
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 DVVVTFKDDGQGIDLEKVRQKALMSGLINPEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSDIKALGGHVSV 1194
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVSV 1198
consensus !!!! ! !!!!!!!*!!!!!!!!* !!! !!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo

D
ESVYGQGTTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPASLEQYFEGSAPQELFEFYENKRYPLRYLSEFVGN

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 DSVYGQGTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPASLEQYFGSAQELFEFENKRYPLRYLSEFVGN 1274
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFVGN 1278
consensus *!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !*!!!!!*!!!!!!!!!!!!!!!!

logo QP IPRLNSGMVMYSLPVLMIKANNGQTVALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIARQIQ
NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 QPIPRLSGMMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQ 1354
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQ 1358
consensus !!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo STQRRHKQSLNSEATI
VYRKQRESDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI EQLENIKPDLMLLDI EMPRMDG

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 STRRHKSLNETIYRKRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDG 1434
NTDB id 1046 H0N27 RS03130 WP 168726941.1 STQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDG 1438
consensus !! !!! ! ! *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDALFLMVATFEGSERLVAKS

NTDB id 1096192 ACMZ68 RS14740 WP 415871346.1 FEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIDALFMTFEGRLA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!!!! * !! * *
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X ≥ 50% conserved


