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NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAA........ 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDA 72
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDE.. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSLP.. 74
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT...... 71
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT...... 71
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPAT...... 71
NTDB id 1096069 ACMXYJ RS05980 WP 415759102.1 ........MKTQKGFTLIELLIVVAIIGILATFALPQYSKYQARAKVTAGLAEITALKVPFEDLMNQ.GTNPDLATVGG. 70
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNE.GAVPTKLSDVGF 71
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NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TAAGG...GTLALVPT.......AAGTALPVSSAPSGPIMW 136
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTKAKG...ANITLTPT.................YASGAVTW 130
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNVASI..AIGA..NGVITITY.TAAAGG...GTIVMTPT.......L.........QANGDVTW 118
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNVQSI..AIGA..NGVITITY.TAAAGG...GTIIMTPT.......L.........QANGDVTW 118
NTDB id 1292 VP RS12235 WP 005479693.1 AATLAQ........LGVDV........AANDLGAIDS..ALAGGS..PTLTFTFD...ADSSIDGGILTFT.RD.AATGW 124
NTDB id 1192 PAKAF RS23870 WP 024947914.1 TKKEVP........LGVAA........DANKLGTIALKPDPADGT..ADITLTFTMGGAGPKNKGKIITLT.RTAADGLW 133
NTDB id 1197 PSJM300 03940 AFN76866.1 ....GY........IGITD........STS.YCDVDLD.TAADGH....IE.CTAKGGNAGKFDGKTITLN.RT.ADGEW 123
NTDB id 1204 PSJM300 03935 AFN76865.1 ....GF........IGIGA........STN.YCTVTLI.ATATGS....IT.CTTQNGMPDRFNGKTITIA.RT.TDGLW 125
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .....T........AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTF....DAGVVSSSKIQLA.RD.ANGLW 131
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .....T........AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTF....DAGVVSSSKIQLA.RD.ANGLW 131
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .....T........AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTF....DAGVVSSSKIQLA.RD.ANGLW 131
NTDB id 1096069 ACMXYJ RS05980 WP 415759102.1 TL..T.........TSNCTTT..VAGVATDGTGTI...........GCTIL.......NAPGPVLSKTITL.TR.ALTGW 117
NTDB id 1038 H0N27 RS01510 WP 000993725.1 TA..AT........SSVCATYSIDAFTETDGAGKI...........TCTLK.......GNPKIATKIVELT.RS.TDGAW 121
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NTDB id 1424 RS RS02795 WP 011000517.1 TCYAQNKAQAASSVAPSGTMSLAAKYAPAECR............ 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 KCTTT...............S.DKKYVPSECRG........... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 TCTGG...............TLLAKYRPASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TCTGG...............TLLAKYRPASCRP........... 136
NTDB id 1292 VP RS12235 WP 005479693.1 SCLPT................APAI.AVDGCS............ 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KCTSD................QDEQFIPKGCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 SCAST................LDAKYKPGKCS............ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 DCTSD................LDSRYKPGKCL............ 141
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TCSTT................VTSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TCSTT................VTSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TCSTT................VTSEIAPKGCTAGATIN...... 153
NTDB id 1096069 ACMXYJ RS05980 WP 415759102.1 TCATT................VAQEYSPKGCTGV.......... 135
NTDB id 1038 H0N27 RS01510 WP 000993725.1 TCVSD................VPTEFLPKGCTAGTPTEGAITSL 149
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