logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

é%@ FSLFI év&b ¥E RAJ u EFLA;%Fékéggé{g& 8 qﬁlv &ELZ§EK§&|KQ D

QKTI.. ... lPQ KNEREK NSS KK TSGN

MKATQ. . . ... TLP K NMRMKEMN S NE S Q
.WINGNGGFSLFAKKEKRIYT RHSASDKL NEM S FREEEMRKKIAGREIRPLOETHVE. . . . .
INENGGFSLF[A KKEKRFI RHSASDKL NEM S FREEEMRKKIALREIRPLOBTHVE . . . . .
DN . . . . . . Efe

MAINAK . . . ... 4GE

MAVIRK . . . . .. ICUKN J$GE

KEAR . TK(e3

QGAK lKGE
* Dxx

LTI3H AFIQIA.
TQV PV|3A KIETIY .
MQMMP TigA
NPTTSTIYA
INIKNSVIIT]

* % * % * 1ok

FTROLAT e VPR Vol B Bl A humes e LLQW&@ E@S AlEL

KAG PL QAF APYFDYCNLV
A

MAG PL QAF REVE S NHIZKMRNR FEGNIRYA Ale3o

I} G PLVQAF INESIRT K HIZL VSN ER CNLV LIGEIS GBIL
KAGVPLVQAF IFAEA LRISSYP[NYFDIYL C GEQSGBJLE
KAGVPLVQ F

KAGVPL QAF

KAGVPL Q F I
[T * x| | * * * %k k k * * 1% % kkk * | * sk | [

ORATIRERCE el et ool st v AR PAE 0.V St

R ATY EK EMNL EK HMKALHMYPLWIV VA
R ATY EK EMNL EK BMKALMYPRWIV VA
ISK KINAL@YYP  VIEWVA

FIQYFGA LPANIT
FISIFGA LPAFTQ
FARFGA LPAFTQ
FAMFGAELPAFTQ
FANFGAELPAFT®
*kk bx okl | X P D Dok Dok | 1ok kkokkk Lxl 1 % Pk b Dok Dok Dok sk 1 kx %k ok %k %k %k k %

Aoyt DR K D Dok R TLATIEAN Y ol TAGhe bl

LEKANTIA FRRTLAT FAAG P
L PIRGDI @K WIAR RTWATIREAAGVPLVDELISTAGARGN
IL, IJGDI BIK INIAR RTATIBFAAGVPLVDYLINSTAGABGN
LK P GJILIKAIIARF RTL BMTFAAG PLV ALISS[JAGA GN  YIR4Apg)

<:<<<<:<:<<<<:<

L PI GD MKAMIAR ﬁRTLATTFAAGVPL DALEASTAGA WNE YE[A 19
S N

ALK PIPGD pMKAMIAR FRTLATTFAAGVPL DALJASTAGA
DR LKIMPI GDILMKAW ARF RTL TTF AGVPLV ALYS[JEGA GN
LK P GDILMK B ARF RTL TTFAAGVPLVDALINSWAGA
* ok ok ok ok % ok k sk ok boskokok kokokokok Dokok Dokok Dakskk Tk x| EEEEIEEY YT Pkokokok |

151
152
154
154
151
153
153
150
150

231
232
234
234
231
233
233
230
230

311
312
314
314
311
313
313
310
310



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1095984 ACMYQO RS13975 WP 415753512.1
1198 PSJM300 03950 AFN76868.1

consensus

Sl et Releub byl e

IRk,

VINAMYLPIF LEISV
AMYLPIF LISV

AMYLP F LGJVV
vV
AMYLPIFELGSAVER

AMYLP F LGN

AMYLPIF GSVVE
AMYLPIF GSVVpS
AMYLPIF LG VV P
AMYLPIF GSVVS

non conserved
similar

[><] eS|

>50% conserved

407
408
410
410
406
408
408
406
405

QMY IGEESGELD MLIKM
QM§ IGEESGHLD MLIKIA
QMVAIGEESGRAL EMLEKVAN

YESEVDEIAVDEL
QMVAIGEESGHLDEMLINK VAW YENEVDNAVDEL
QMAAIGEESGELDMMLINKEAR YEREVDNAVDRL

Tlak LLLT LD Dokt b Ll 01 Thorsle 1

) LD 2

I\é@\. W T\.

IMEPLIDRUMYL.GI§y VGGL

GL
GE§L

MEP IJRYTLG
MEP IJRRILG
BEP IMYILG
MEPLIMAILG
MEPLIMBILG
MEPLIM LG
MEP IMA LG
ERRE NS

391
392
394
394
391
393
393
390
390



