
logo MNDFEKI ETAAYENL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDEFVIAKAENNEKKLRQLANLTSKEEWRRASFQF I F IKAGTQTS

NTDB id 109591 ACGHT2 RS00775 WP 117479470.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFIKAGQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!!!*!*
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L
MGI EVDDLL IDLSAS IAEDVMLDSDS

NTDB id 109591 ACGHT2 RS00775 WP 117479470.1 EQLQANHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTFLNNSSKELNYLGIEVDDLLIDLSASIAEVMDSD 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus *!!!*!!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!*!!*
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V I I SDLPVGFYPNDDKIAKQRYKQVASASKDLEGHTYAHHLLMEQSLKYLKKDEGI
LAVI FLAPVSDLLTSKEQ

NTDB id 109591 ACGHT2 RS00775 WP 117479470.1 ARFIQEDAVRPQILQESDVIISDLPVGFYPNDDIAKRYKVASSDEHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!*!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!

logo SDPLLKQKWLKQDNYNAVDTI ILAVITSLPESAI FGKNQVKASNAIKS I FVLKKQASAQQTSPLETSFVYPLSTDLQSDRPETVLTRDRF IMGKKNFQKKWKVEDNMVNFFKK
NTDB id 109591 ACGHT2 RS00775 WP 117479470.1 SDLLKQWLKDYADIIAVITLPESIFGNVANAKSIFVLKKQAAQTPETFVYPLSDLQSRETLTDFIGKFQKWKVDNMNFKK 320
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF... 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF... 317
consensus !*!!!*!!*****!*!!!*!!!*!!****!*!!!!!!!!!**!**!*!!!!!*!!!**!*!**!***!*!!!*!!**

logo

NVI
NTDB id 109591 ACGHT2 RS00775 WP 117479470.1 NVI 323
NTDB id 401 FSA28 RS09370 WP 002291646.1 ... 317
NTDB id 392 SMU RS09000 WP 002263442.1 ... 317
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