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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 ...MQSVVQNLPSSAGVYQYFDITGKLLYVGKAKNLKNRVKSYWRST.PEFTPNPTQSPRIIKMLLEADKLEYIVVETEE 76
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYIDESQEYPRFEITRKVIKGKDITYYGPFPTGGKALLDALYEVYPLVQKK 156
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 SCLREGKACLFYQIKKCLAPCEGKVTPEEYGEIVTQAKTSIVKRKKLINTLEEKMTSLAMQERYEEAGSMRDTIQAISSL 236
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 TISSNIDLANQMNLDIFAIQNGDERGVIVKLFMRDGKIISSAYSYFRHTHIFDENEAYKQALLEFYTIDTPNVSKQILTA 316
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLN 320
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 QP.FEDSQQVAQTLSTRFDKKIEILTPQRGSKAKLIALAIQNCKELLRTKQS..DTVMEQKIADLFDLTVIPYRIETFDN 393
NTDB id 1206 C694 RS04180 WP 000774319.1 ACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT 400
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 SHLMGVATVGGMVVWDEAKWDKSTYRRYTLHERDEYGQMKEMLSRRIADFKEHPAPDLWILDGGQANLNLALQLLKEENV 473
NTDB id 1206 C694 RS04180 WP 000774319.1 SHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS 480
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 NLDVIAIAKEKLDAKAHRAKGAAKDLIYTVNGRIELKPNDKRLHWIQRQRDEAHRYAITYHQNKKRKEDTQVSLLNKKGI 553
NTDB id 1206 C694 RS04180 WP 000774319.1 FVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI 560
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NTDB id 1095747 ACLHDG RS02910 WP 415407493.1 GKATVKKLIDYFGTFEAIESASREDIERVTNKKISNIIKDNNP 596
NTDB id 1206 C694 RS04180 WP 000774319.1 GEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI......... 594
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