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NTDB id 1095742 ACLHDE RS12345 WP 415396716.1 .MTLKQTIKQLPDSAGIYQYFDKNGHLLYIGKAKSLQKRVKSYFNFAP.ELKANANLSLRITKMINQTESMNYIVVKSEH 78
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
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NTDB id 1095742 ACLHDE RS12345 WP 415396716.1 EIKSEIDFATNENYDIFVLQNSSLRAVVVRIFMRDGKIISSTHDYIQLNEGYDEDELYQRVLLDFYRSEKPPIIAPILV. 317
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NTDB id 1095742 ACLHDE RS12345 WP 415396716.1 ASEFENLQVIEEHLSSVFEKKANIKVPKQGNKKQLIDLAILNAKELLKRDKNSHDTQVLEDLKELLSLERIPKRVEVFDN 397
NTDB id 1206 C694 RS04180 WP 000774319.1 ACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT 400
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NTDB id 1095742 ACLHDE RS12345 WP 415396716.1 SEAKVKKLLNHFGTFEALKTLTLEEINSVLNIKDAIVIKNIYF 600
NTDB id 1206 C694 RS04180 WP 000774319.1 GEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI......... 594
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