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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 MSENNNEQFKMPPKRPRGPMGHGPGMVTEKAKDFKGSTKKLIKYLGRYWAAIIAVMIFAAVSTVFSVAGPKIMGKATTAL 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........................MEN...KKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTM 51
consensus *************************** *** ! * *!! ! ! *!! !!* *! !! * ! *
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 AEGLMNKIAGTGGIDFDYIAKVLLFTLALYVVSAIFMFAQGLIMTGITQKTCYRMRKDITSKINRMPMKYFESRTYGEVL 160
NTDB id 370 SMU RS04260 WP 002263294.1 TKGLA......GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTL 125
consensus !! ******! !! ! !* * ! !! !* * !** * !! * !*! ! !!!**!*!!!*!** !* !
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 SRITNDVDTLGQSLNQSITQIITSVATLVGTLVMMLSISPLMTLISLVILPVSMILISFVIKHSQKYFRQQQEYLGHING 240
NTDB id 370 SMU RS04260 WP 002263294.1 SRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSG 205
consensus !!*!!!!! * !! !!!* ** * !*!** !!* * * ** ** *! * ** *!!* !* !! !*** !
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 QVEEVYGGHLVIKAYNKEAETVKTFKEANNVLYKSAWKSQFLSGLMMPIMQFVGNLGYAGVAISGGILAIKNVITIGDIQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 YVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIV 285
consensus !!!!! !! !* !! * ! ! ! !* ! !!!!! !!*!!!*!!!*!! !! !*! !* *!! !!*! !
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 AFIQYVKNFTQPIQQIAQVANQLQSMAAASERVFEFLEEEEEDITVENPVKPDHIEGSVEFSHVHFGYNPDQIIINDFSA 400
NTDB id 370 SMU RS04260 WP 002263294.1 AFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSA 365
consensus !!* !!* !!!!! !!!! !!!! !! !!!!!!*!!! * * * ****!! ! ! *!*!!! !! !!*!!!!
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 QVKPGQQVAIVGPTGAGKTTMVKLLMRFYDVSSGAILVDGHDIRDYNRADLRDAFGMVLQDTWLFKGTIMENIRYGRLDA 480
NTDB id 370 SMU RS04260 WP 002263294.1 HAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHI 445
consensus * !*!! *!!!!!!!!!!!!*! !!!!!!*! ! ! *!!* !*! ! ***!!!*!!!!!!!!! !!* !!* ! *
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NTDB id 109562 ACGHHV RS07315 WP 390430944.1 TDEEVIAAAKAAHAHHFIQTLPGGYDMELNEDASNVSQGQKQLLTIARAILADNPILILDEATSSVDTRTEIRIQKALDN 560
NTDB id 370 SMU RS04260 WP 002263294.1 TDEQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDH 524
consensus !!! !!!!!!! * !!!! !!! !!! ! ** *! !!!!!!!!!!!*! ! !*!!!!!!!!!!!!!!! !!*!*!*



logo LMEKGRTSFVIAHRLSTIKRNADLMI LVMKRDGDNI I EQGSTHDEQLLMAEKNGFYADELYNSQFETEEVA
NTDB id 109562 ACGHHV RS07315 WP 390430944.1 LMKGRTSFVIAHRLSTIKNADMILVMKDGDIIEQGTHDELLAKNGFYAELYNSQFEE... 617
NTDB id 370 SMU RS04260 WP 002263294.1 LMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !! !!!!!!!!!!!!!!*!!!*!!!!*!! !!!!!*!! !*! !!!!!*!!!!!! !***
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