
logo MHVSELQTLHI SKLLELAEEHGI ENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLE I LPDGFGFLRSADTSYLAGPDDIY
NTDB id 109554 ASO12 RS01050 WP 003687508.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAGPDDIY 80
NTDB id 1097 KZH42 RS03865 WP 002219650.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAGPDDIY 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VSPTQIRRFNLHTGDTI EGSVRVPKDNERYFALVRLDSTINGDHPEVCRHKI LFENLTPLFPTEQLKLERDLKSEENLTGR
NTDB id 109554 ASO12 RS01050 WP 003687508.1 VSPTQIRRFNLHTGDTIEGSVRVPKDNERYFALVRLDSINGDHPEVCRHKILFENLTPLFPTEQLKLERDLKSEENLTGR 160
NTDB id 1097 KZH42 RS03865 WP 002219650.1 VSPTQIRRFNLHTGDTIEGSVRVPKDNERYFALVRLDTINGDHPEVCRHKILFENLTPLFPTEQLKLERDLKSEENLTGR 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AIDL I SP IGKGQRALLVAPPKI
SGKTVMLQNIAHAVTANYPEVEL IVLL IDERPEEVTEMSRSVRGEVVSSTFDEPAQRHV

NTDB id 109554 ASO12 RS01050 WP 003687508.1 AIDLISPIGKGQRALLVAPPKIGKTVMLQNIAHAVTANYPEVELIVLLIDERPEEVTEMSRSVRGEVVSSTFDEPAQRHV 240
NTDB id 1097 KZH42 RS03865 WP 002219650.1 AIDLISPIGKGQRALLVAPPKSGKTVMLQNIAHAVTANYPEVELIVLLIDERPEEVTEMSRSVRGEVVSSTFDEPAQRHV 240
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QVAEMVLEKAKRMVEHKKDVVI LLDS ITRLARAYNTVVPATSGKI LTGGVDANALHRPKRFFGAARNVEEGGSLTI IATAL
NTDB id 109554 ASO12 RS01050 WP 003687508.1 QVAEMVLEKAKRMVEHKKDVVILLDSITRLARAYNTVVPASGKILTGGVDANALHRPKRFFGAARNVEEGGSLTIIATAL 320
NTDB id 1097 KZH42 RS03865 WP 002219650.1 QVAEMVLEKAKRMVEHKKDVVILLDSITRLARAYNTVVPTSGKILTGGVDANALHRPKRFFGAARNVEEGGSLTIIATAL 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDE I EAATEFL IN
NTDB id 109554 ASO12 RS01050 WP 003687508.1 VETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDEIEATEFLN 400
NTDB id 1097 KZH42 RS03865 WP 002219650.1 VETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDEIEAAEFLI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo GKIKASKNNDDFFELMRGK
NTDB id 109554 ASO12 RS01050 WP 003687508.1 GKIKASKNNDDFFELMRGK 419
NTDB id 1097 KZH42 RS03865 WP 002219650.1 GKIKASKNNDDFFELMRGK 419
consensus !!!!!!!!!!!!!!!!!!!
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