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NTDB id 1095380 ACMVYQ RS07270 WP 415429053.1 MKRLLIS.ILKPNRKKNLTEAQSIELLQRLKHLFEHGFTLYESFQFLNLHFIYRDKNISKIIIESIQAGGTCYEVLKMIG 79
NTDB id 31 MW RS08000 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
NTDB id 15 SA RS07770 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
consensus !!***!********!**!**!!*!*!!**!**!***!!!!!*!!!!!!!***!**!*****!***!**!**!***!**!!
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NTDB id 1095380 ACMVYQ RS07270 WP 415429053.1 YPEIILTQVKFAEQYGNLEVAMADAIEYMRRNLKAKKAFLKTIQYPIVLISIFLIMLIVLNMTVIPQFQQLYATMNVQLS 159
NTDB id 31 MW RS08000 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
NTDB id 15 SA RS07770 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
consensus !***!**!!**!!**!!**********!!**!*!*****!!!*!!!**!*!!!**!*!*!!*!!!!!!!!!!**!!*!!!
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NTDB id 1095380 ACMVYQ RS07270 WP 415429053.1 TLQNILTVFITKLSAFVLLLTFCSIVIYIYIIIYKLLNKIPINKKIKYIVKIPFVNSYYKIFRTYQISNELSLFYKNGIS 239
NTDB id 31 MW RS08000 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLII..VSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGIT 238
NTDB id 15 SA RS07770 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLII..VSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGIT 238
consensus **!**!**!!!*!********** !****!!*****!******!!****!*!****!***!*!!***!!!*!!!!!!!*
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NTDB id 1095380 ACMVYQ RS07270 WP 415429053.1 LQHIVHIYRNEQNNEFFKYLGDYLLKSIDKAMSLPSILNSLKCFQPDLIKFIEQGEKSGKLDIELKLYSQMLLHHFEDKV 319
NTDB id 31 MW RS08000 WP 000776422.1 LQSIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKA 318
NTDB id 15 SA RS07770 WP 000776422.1 LQSIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKA 318
consensus !!*!!**!*!*****!***!!*!!!********!!*!!**!!!!*!*!!!!**!!!!*!!!**!!!!!!!*!****!!!*
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NTDB id 1095380 ACMVYQ RS07270 WP 415429053.1 LKQTKFIQPVIFFILGLFIVSLYLVIMLPMFELMQTIK 357
NTDB id 31 MW RS08000 WP 000776422.1 IKQTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 15 SA RS07770 WP 000776422.1 IKQTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
consensus *!!!*!*!!**!*!!!!!!!**!!!!!!!!!**!!*!!
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