
logo

MT
M
K
T
V
I
N
K
I
V
V
L
I
F
I
VDDHQELMF

VREIGVIKSRS IYLDSFTEQPSTDFI EVVAGEGADSDSGDKEAAIAER I
K
V
A
E
H
E
H
T

Y
L
H
K
NPDVLVI ILMDI

L
N
LMENPNDVMNDGVEATKTQLIVKEKLDYLPEHQSIKV

NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV 80
NTDB id 1095118 ACMVYO RS03370 WP 002450048.1 .MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGSSGKEAIEKAHTLNPDLILMDLLMNDMDGVEATTQIKKDLPHIKV 79
NTDB id 4 SA RS09755 WP 000153535.1 .MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKV 79
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