
logo

MM
V
N
Y
A
SEEHI LYS IALRERCSNPL IVGDI

V
I
NFAYKSLVRSEI FVGGSAKENAWEGLNASKKLENLYRSKNI

V
D
SGI

VGKRKQIAVSDNIGDNKPENHLLKFAEKE I
L
E
KFCEIKNENI

NTDB id 1095014 ACKX2A RS12245 WP 415324975.1 .MYSEEHLYSIALRECNLIGDINFYKLVRIFGGAKNAWENAKKNYSNVDGIGRKIVSDIGNPEHLKFAEKELKFCEKNNI 79
NTDB id 1342 RA0C RS05130 WP 004918085.1 MVNAEEILYSIALRRSPLVGDVIFASLVSEVGSAKEAWGLSKLELRKISGVGKQIASNIGDKNLLKFAEKEIEFCIKNEI 80
consensus ** !!*!!!!!!! **!*!!* ! !! ! !! !! ! * !*!* ! ! !! * *!!!!!!!* !! !! !

logo KIHNLRHLNQNQLPKRLLGRECEYDAPAI LFYQKGDNFYEDRETAKNQKNI S IVGTRNAMTASYGKQSF ILEHDFLFI EVEQFTKQNSEKNI
Y
Q
V
S
V
I
VSGLALGTVDGKEIAVH

NTDB id 1095014 ACKX2A RS12245 WP 415324975.1 KINLRHLQNLPKLLRECEDAPAILYQKGNFEREKQKISIVGTRNMTSYGKQFIHDFFEETQSENYVSVSGLALGVDKEVH 159
NTDB id 1342 RA0C RS05130 WP 004918085.1 KIHLRHLNQLPRLLGECYDAPAILFQKGDYEDTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAH 160
consensus !!*!!!!**!!*!! !! !!!!!!*!!! *! * !!!!!!!! ! !!! !**! ! *!!!!!! ! !

logo

E
Q
E
Q
A
S
I
L
H
K
F
N
N
QIKPTI

SAVLAHGFLHI
T
I
LYPSKHNKI

KLASEEKI LENENGNGATLFSTEFCNSDSERKPDREHNF ILQRNR IVAGI
LSAPANTIVVESTAFYAGGGS

NTDB id 1095014 ACKX2A RS12245 WP 415324975.1 EQSIHFQIPTIAVLAHGFHTLYPSKNKKLSEKILEENGTLFTEFNSSRKPDRENFIQRNRIVAGISPATIVVETAFGGGS 239
NTDB id 1342 RA0C RS05130 WP 004918085.1 QEALKNNIKTSAVLAHGLHIIYPSKHKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGS 240
consensus ** *!*! !!!!!! ! *!!!!*! ! ! !! ! !!*!!*! !!!!!*!*!!!!!!!!*!* !!!!!*!**!!!

logo I STASTFANNQYNREVYALAPGKR I
LTDKRQYSQGCNHNL I FQNKAKTAI I SSTI

MKDGL ILDKDSLDGLDNNPTKSEKI
V
E
LELFPRS IVEEVS IQLTEPNVQELP I

V

NTDB id 1095014 ACKX2A RS12245 WP 415324975.1 ISTATFANNYNREVYALPGKITDRQSQGCNNLIFQNKATAISTMKDLIDSLGLNPTKEKIEELFPRIEESIQLTENQELI 319
NTDB id 1342 RA0C RS05130 WP 004918085.1 ISTASFANQYNREVYALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTS.KVLELFPSVEVS..LTPVQEPV 317
consensus !!!!*!!!*!!!!!!!!*!**!!* !!!!!*!!!!!!! !!**! !* ! ! *! *!* !!!! *! !**!!* !!**

logo YDNI
KI IKEHHVNPDQI STLDDLASEKI

L
E
N
L
Q
P
S
I
S
H
SKI

V
F
LP I

V
I
LLELELLGKL IVKRASFNSGRQRFYLSAI I

NTDB id 1095014 ACKX2A RS12245 WP 415324975.1 YNKIIHHPQITLDDLAEKIELSSHKILPIILELELLGKVKSFSGRQFLAI 369
NTDB id 1342 RA0C RS05130 WP 004918085.1 YDIIKEVNDISLDDLSEKLNQPISKVFPVLLELELLGLIRANSGRRYSII 367
consensus ! ! *** !*!!!! !!* * *!* !**!!!!!!! ** !!! * !

X non conserved

X similar

X ≥ 50% conserved


