
logo MF
I LDFLFLFLPNRCLKNCNLQI IDSGSDNEL IVCNWALCFKKSHQIHNFTHYDNDHFYFGDGDKGSDFFIKYEQKCVKVLKLFP I

V
E
N
K
N
A
TFASLMKQFYESKEKENLSQRDKI IHATLKYHK

NTDB id 1095006 ACKX2A RS07620 WP 415328780.1 MILDLLFPNRCLNCNQIIDGNLIVCNLCFKQIHFTHDHYFDDSFIKEKCKLLFPIENTFALMQFSKENLSRKIIHTLKYK 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!! !! !! !!! ! *!*!!* ** !* ! !!* ! !! * ! !! !!! !!!*
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NTDB id 1095006 ACKX2A RS07620 WP 415328780.1 NREKVGKVIAEWTAERLNFQEAKPDLLVTVPLHPKKLKERGYNQLHLFAETLSEFYTIPFDHDLIKRNHYSKAQALKDKQ 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus !*!!!!*!*! ! * * *!*! *!!!!!! *!!!!!!!!!! !!! !!* ! !*!!!*!!!*!!!! !

logo

D
HRELEKMTEQNI

TFS IVDTEKKNI ESGKHI LL IDDVFYTTGNTLMASKSAIAVWE I
LLKGSGNDGNKQVSVLVLMAI

VDEV
NTDB id 1095006 ACKX2A RS07620 WP 415328780.1 HRLETENTFSITKNISGKHILLIDDVFTTGNTLASIAWEILKSGDNKVSVLVMAVDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! ! !!* ! !!!!!!!!!!*!!!!!* !!*!! ! !!!!!*!*!
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