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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 ...............MVRLNHLIQFSLCTLL.FAGCRAASSSISVRPLPQDPNIQVFTN..QAAASEYTEPYRKIIRAGD 62
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 NLEEVLIDTITSAKSSIDVAVQEFRLPNVAKALRDRAAAGVTVRVIVENQYARPYSSYSAAEVEKLPEREKARYQESRTL 142
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE......TEKDPFRYRGPLAY 154
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 IDQDQDGQLSLTEIQDRDALVILDVAKIPRIDDRADGSRGSNLMHHKFIVVDGKTTIVTSANFTMSDVHGDFARPSSRGN 222
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 ANNLLKMESVEVAQAFTAEFELMWSD.......RKFGVKKPFRPAQQFKLGESVISLQFSPNSRTIPWEQTPNGLIAKTL 295
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 QQSTQAIDLALFVFSDQDLVNTIE.....GKSIRALIEPSFMYRPFSEGLDMLGVALSNNCKWEVNNRPWQNPIKTVGVP 370
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 QLPPGDMLHHKFGIVDGHTVITGSHNWTLAANRGNDETVIVIRNPVVAAHFQREFDRLYANSVLGIPPAIQRKVEAEQKQ 450
NTDB id 1416 SGL RS14595 WP 010873643.1 ALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQE 474
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NTDB id 1094887 ACMUEV RS11435 WP 347277630.1 CPPPSQS........RTGLVNLNTATQAELEALPGVGSGLAKRIIQA...RPFQSLEDLDRVPGVGKKLIERLSDRVTW 518
NTDB id 1416 SGL RS14595 WP 010873643.1 CANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
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