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NTDB id 1094806 ACLBK7 RS22700 WP 001013180.1 MNGIEIFANTILKEACRVQASDLHIVPRQKDVAVQLRIGKDLMTRQCIEKEFGEKLVSHFKFLASMDIGEKRKPQNGSLY 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! ** !!* !!!*!!!!! *! ** !* * !* * ** !! * *!*!!!!!! !!!!!*!!!!!!!!
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PQAYNS IVPQPS ILDSHKLSLFPKSTAGAKTLLSFLKRHYSHQGLML IVFTGPTGSGKTTTLMYASLLVEQVY
NTDB id 1094806 ACLBK7 RS22700 WP 001013180.1 LQIDGQEVYLRLSTLPTVYQESLVIRLHLQASVQPLSHLSLFPSTAAKLLSFLRYSQGLLVFTGPTGSGKTTTMYALLEV 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * !*!!*!!!!!* !!!!!!***! **** *!!!!! !*! !!!!!**!*!*!*!!!!!!!!!!!!*! !*

logo

A
I
K
RKHKFKNTRNR I IVTLEDPVEKTRDSDEDVLQI

VQI
VNEKAGLVTYESATGLKAI LRHDPDI

MI ILLVGE IRDAEETAEKIA I
VRAASLMTGHLVLMTSTLH

NTDB id 1094806 ACLBK7 RS22700 WP 001013180.1 IRKKKTRRIITLEDPVEKRSDDVLQIQINEKAGLTYETGLKAILRHDPDIILVGEIRDEETAKIAIRASLTGHLVMTTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus *!* ! !*!!!!!!! ! *!!!!*!*!!!!!*!! !!!!!!!!!!!*!**!!!!! !!! !!*!! *!!!!!*!*!!
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NTDB id 1094806 ACLBK7 RS22700 WP 001013180.1 TNDAKGAIIRFMDYGITRQEIEQSLLAVAAQRLVELKCPFCRGKCST.LCKSMRQVRQASIYELLYGHELKQALKEADGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus ! !!!!!! ! ***!! *!!!!***!*!!!!!!*! !!!! !!** !* !* ! !!*!!!!!!* ! !** !! !
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NTDB id 1094806 ACLBK7 RS22700 WP 001013180.1 CVTYKHETLESSIRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ! * !! !!!! !!!*! ! ********

X non conserved

X similar

X ≥ 50% conserved


