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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNG.EAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNG.EAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNG.EAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVY 77
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNG.DAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVY 77
NTDB id 109461 A9Z04 RS14555 WP 000168255.1 MASRGINKVILIGYLGQDPELRYFPNGGGAVANLTLATSESWRDKQSGEMKEQTEWHRVVIFGKLAEIAGEYLRKGSQVY 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNG.GAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSG.GAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGK.DGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS....QEAYQRPAQQSRQPASD..AP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGK.DGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS....QEAYQRPAQQSRQPAPD..AP 144
NTDB id 1471 ASU2 RS04565 WP 014991634.1 VEGRLKTRKWQDQ.NGQDRYTTEIQ....GDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSGY.GYDQTASRP 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQ.NGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYSD.NYAQNNNFN 150
NTDB id 109461 A9Z04 RS14555 WP 000168255.1 IEGQLKTRKWFDQQNGVDRYATEVVVS.VNGTLQMLGSPRQQGSGAAPAHS...GQ....GTAGA.......PAG..... 140
NTDB id 1447 BW25113 RS21080 WP 000168305.1 IEGQLRTRKWTDQ.SGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNI...GGGQPQGGWGQPQQ....PQGGNQFS 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQQGSWGQPQQ....PAKQHQPM 151
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