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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 1094526 ACMVO4 RS14150 WP 414931563.1 MGKSLVTGIEIGHHSIKAVVLKPNKGTFALVDYQELPIEAGIFSDNHMSNYQKIVKKLKELRKSLPRFSTKVALAIPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQM.RGNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 1094526 ACMVO4 RS14150 WP 414931563.1 VISKVLQIDSGLSDNEIEYAISDAFSHQTPFPIDDLYLDYVPLTSN..GQSSPTHYQVYATKKELVAPRVEVFRSASFQP 158
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLV..DDAQVATE 237
NTDB id 1094526 ACMVO4 RS14150 WP 414931563.1 VVVDLRAHALVHIWQLAARQQV.KTDWLLIDVGFDHASLCMDLADKAPFCKEIVLAIHEKEADSNH.....RLSLAQSRE 232
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
consensus !**!* **!*!*!*!*** * * ***!*!*** **!**** ** *! !******* *** * * * **

logo

G
Q
RF INSAQRQE I

L
L
V
E
D
R
K
V
I
A
K
QRNQI

L
MQLFIYVTS IMVNHGKSTQDS ILVGKNGI

L
VWLSGEGVGATALMTSPGMVLEADENAE I

L
Y
S
Q
S
T

Q
RLSAI

L
P
ECEVLLNPFLGSTLFEKSMNTKNTSVAQSQKPRSAKNRLPRALVASDW

G
H
Q
H
RF

NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKR.KRRAADWQHF 316
NTDB id 1094526 ACMVO4 RS14150 WP 414931563.1 GFSAELLDKIQRNLQLIVSMHGK.SVNGIWLSGVGAAMPVLANEISTRLAIECELLNPLTLFSTTSQQPSANLLASGHRF 311
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKR.KRPLVDGQRF 318
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 TAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 1094526 ACMVO4 RS14150 WP 414931563.1 TSAAGIALRALTWLESRNAA.. 331
NTDB id 1171 A1552VC RS12125 WP 000520444.1 STAAGLALRGLAWLESEHVA.. 338
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