
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTTPKGDTITVFDLRFTAMPNKDI LSERGIHTLEHLYAGFMRNHLNGDSQTVE I IDI SP
NTDB id 1094517 ACMVO4 RS13065 WP 272248164.1 MPLLDSFTVDHTRMNAPAVRVAKTMTTPKGDTITVFDLRFTAPNKDILSERGIHTLEHLYAGFMRNHLNGDTVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPQTEQQVADQAWLASAMQDVLKVESQEKKQIPELNEYQCGTAAMHSLDEEAKAQIAEKANI
V
I
LAAGI

VSVNKRNDELA
NTDB id 1094517 ACMVO4 RS13065 WP 272248164.1 MGCRTGFYMSLIGTPQEQQVADAWLSAMQDVLKVESQKKIPELNEYQCGTAAMHSLDEAKQIAEAILAAGVSVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! ! !!!!! !!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!! !! **!!!*!!!*!!!!!

logo LPEESMLKNELKI
V
D
H

NTDB id 1094517 ACMVO4 RS13065 WP 272248164.1 LPEEMLKELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!! !! !!!**

X non conserved

X similar

X ≥ 50% conserved


