
logo MQQEHQPTFFFFDYETWGTVNSPAKDRPCSQFAGVRTDMDFNI IGEPLVIYCQLPPANDYLPASPEAAL ITGITPQKTAENSQGLASEP
NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 MQQEHQPTFFFFDYETWGTSPAKDRPCQFAGVRTDMDFNIIGEPLVIYCQPPADYLPSPEAALITGITPQTAESQGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!! ! !!!! !!

logo EF IAKR IHAEEQLASTPNTINSLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHYALRPEGI
V
E
NWPENDDEGF IT

NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 EFIAKIHEQLATPNTISLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACYALRPEGVNWPENDEGFI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! ! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*!!!!!!* !!!!!*!!

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGKRECRHNY
NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 SFKLEHLSVANGIEHENAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNELIDIVNMTPLMHVSGMLGKECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! !!!!!!! !!!!!!!!!!!*!**!

logo TSWIVP I
VAWHPTNQNAAVICVVDLAGKDPQAPLLDELDATEQTLNQAERLYTKRRYESDELAPDEELPVPVKL IVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 TSWIVPVAWHPTNQNAAICVDLAKDPQALLDLDTEQLNERLYTKRSELAPEELPVPVKLIHLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!!!! !*!!!*!!!!*!!*!! ! !* !!!!* *!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo KIG IDREKQCLAEHNLANLVI
LRKQHPE IREKL IVGTVFYGS IQEREFYENKQESNSDVDSMQLYADGFFSPADKRAAMENI IRETTADPENNLGSASLADIRSFVASDDK

NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 KIGIDREKCLENLALLRKHPEIREKLIGVYGIEREYEKSNDVDSMLYDGFFSPADKAAMNIIRETDPNNLSALDISFSDD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!! !! *! **! !!!!!!!!* !* !!!* !!!! !! !!!!!!!*!!! !!! ! ! !! ! ! !

logo R IAEPLLFRYRARHFYPHWTLDTDESTEQQRRWAATHCRDYFERSNR I
LEDGYMLNLENLVHEHEQASDPQKKI

MAI LKS IVYHQYVEQKLRAVCS
NTDB id 1094510 ACMVO4 RS06775 WP 414932177.1 RIAPLLFRYRARHFPWTLDESEQQRWATHCRDYFESRIEDYMLNLENLVHEHESDQKKIAILKSIYQYVQKRVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!*!*!! **!! !!! !!!!!!! *! !!!!!!!!!!!! !*!!*!!!!!*!*!! ! *

X non conserved

X similar

X ≥ 50% conserved


