
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYRKQKFKRLQNSTLMALAFLAVLS I ITPLTI
V
I
T

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 ................................................MFKFYRKQKFKRLQSTLMLAFLVLSITPLTVI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!!!!!!!!!! !!! !!! !!! !!!*

logo AI
LFFLHQSHSTKQDLEQEQQSTSHYLTVSVRDNSKQRQQVIDYLMMYAKESEVMGFVRSELAYASGGRFYGLVNAFQSRSLDGLVDS I EAQAREHYAQ

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 AIFFLQSHTQDLQEQSTSHLTSVRDSKRQQVIDYLYAKESEVMGFVRSELAYASGGRFYGLVNAFSSLGLDIEQAREYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!* !! !!!!*! !!!! ! !!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * !! !!!*!!

logo

Q
RRYIQTGSGDQIKTS IVLPQSSSVYNVGSTERYRLLHKRYHWAYLELLKRSDFDDI LLVDI

R
D
EGNVTVYS IYKHYDNFGTNLLTGKYKQ

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 RRYIQGSGDQIKTSILPQSSVYNGTERYRLLHKRYHWAYLELLKRSDFDDILLVDREGNVTYSIYKHDNFGTNLLTGKYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!! !!!!!!!!!*!!!!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! !!!!!*!!!!!!!!!!!!

logo DDTNLGHKTFAKKRLERNQLTVNDEKQRKTNEDFTPLVI
V I SDFSVQSEDQGKPQVYAWLGAP I IQQGYLHSYAMFRLPNSNAGITKL IVADEGKSNSLNPVSM

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 DDNLGKTFAKLRNLVNDKRKTNEDFTPLIISDFSSEQGKPVAWLGAPIIQQGYLHSYAMFRLPNNGITKLVADKSNLVSM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!!*!! *! * !!* !!!!!!!!!**!!!! ! !!* !!!!!!!!!!!!!!!!!!!!!! !*!!!!*!* ! *!!

logo

K
QTI

LLVGQSDHQRSRTLATSYAQEQEIADI
V
D
EKSKRAQVVDLALASGAKRSADVGTYTNTDEGNEAQI IAAYASP INSFLKGNIDHWAI

LVVELVPEKSEVAFARVHRQ
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 KTLLVGSDHQSRTLAYQQEDIDKSRQVVDLALAGASDVGTYTNTENEAIIAAYSPISFKGIDWAIVVEVPESVAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !! !!!! **!!* !!!!!! ! !!!!!!!* ! !!!!! !! ! !*!!*!!!*!! !!!!!*!

logo LEKTLF IVFAMLTAI LVLVVI
MASHYLSNF ITSPLLKQLTWAAEKRVSAGDLDAEADMI

NNTEQRKDE IGRLAI
VSFERMQRS IREKI LSL I

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 LETLFIFAMLTAILLVVMASHYLSNFITSPLLQLTWAAEKVSAGDLDADMNNTQRKDEIGRLAISFERMQRSIREKILLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! !!*!!!!!!!*!!!*!!!!!!!!!!!!!! !!!!!!*!!!!!!! ! !! !!!!!!!!!*!!!!!!!!!!!!! !!

logo KQSQNEKELESNLLQI
L IQRKQNDEELQLANKLKDEFLATTSHELRTPLHGMI

VGIAEALAI SGANGP I STASAEHKYQLDI I INSSGQRLA
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 KQQNEELESNLQLIQKQNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALASGANGPITSEHKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!! *! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!* !!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGANLDI EQRTCSAVDLSGSASTRLVLELSHSHL ILGKSKPTLR I INQVPSDEEQPVWVSADPQRLEQVLYNL IVGNAIKY
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 TLVDDLLDYHKMRYGNLDIETSAVDLSGSTRLVLELSSHLIGSKPLRIINQVPDEPVWVSADPQRLEQVLYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! *!!!!! !!!!!!!!*!!*! !*!!!!!!!** !!!!!!!!!!!!!!!!!!*!!!!!!

logo TSEGKIV I SASTVYI
VDDKNI

VRVQVVDTGQGIPADEQLDEHI FEPL IQAGHSDASRYRQGAGLGLS I SRQL I ELMHQGTLYVSSQPMV
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 TSEGKIVISASVVDDNIRVQVVDTGQGIPADQLDHIFEPLIQAGSDASRYRQGAGLGLSISRQLIELMQGTLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* *!! *!!!!!!!!!!!!!*!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo GTTFSFTLP I
LANSETEEQIAEQANRHLTYELSAPHFQRAPENSVGLDE I

SELEPEPQASNSLPENEPDHGPLLLVAVDDEPVNLRVLDSFLRLEGYRVHRTAKQ
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 GTTFSFTLPIANTEQIEQANHYESAHFRAPNSGEIELEEPASLPENPDGPLLLVVDDEPVNLRVLDSFLRLEGYRVRTAK 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*! ! ! !! * ! *!! !! * !!*!* !!!!**!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!

logo DGHEQAVLEATIGKKREKPELLVLLDIMMPGMSGYQVCEKTLREQTYDHAEQLP I
V IMLTALNQSTDDRVRGFENAGANDYLSKPFNKQELA

NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 DGHEALETIGKEKPELLLLDIMMPGMSGYQVCETLRETYDHAQLPVIMLTALNQTDDRVRGFNAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!! !! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!!! !!*!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!

logo AR IVAHLTASKAELQRR I ENAQQLHQKQELKHRAI
MVEASLLETQGRLLEQLESTAPEAI LVCVKREDGNKI

VRFANEAAASRLFKRRSTPTEQ
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 ARIVAHLTASKAEQRRIENQQLHQELKHRAIVEASLLETQGRLLEQLETAPEAIVCVREDNKIRFANEAASRLFKRSTEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!!!!!!!!!!! !!!!! !!* !!!!!!*!!!!!!!!!!!!!!!!!*!!!!!*!!*! !!*!!!!!!! !!!*!**!!

logo LKRSNSADEE I
L IAPKFLNI

VEQEHYCGNTIDVYVDEDVRQHLSADI
VLKRLPEQGASGLQRASMYI FNVGGGS IVNAAR IHNNLETAI

VEALSSFY
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 LKRSSADEIIAPKFLNVEQEHYCGTIDVYVEDVRQHLSADILKLPEGAGLRSMYIFNVGGGINAARINNLETAIEALSSF 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!! !*!*!!!!!!!*!!!!!!! !!!!!*!!!!!!!!!*!*!! ! !! !!!!!!!! *!!!!!*!!!!!*!!!!!*

logo AFEGDKADKLQEKLKELGGEFTRLADKRASTGSDENYKQSKQDELVMRAEVLVEAMTNSAL INYWERSVSTGQSTKFATFAEQSGLWRVYLDRSTLQ
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 AFEGDKAKLQELKELGGEFTRLADRATSDNKSKQEVMREVLVEAMTNALIYWESVTGQTKFAFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!! !!! !!!!!!!!!!!!!*!* * !!!**!! !!!!!!! !! !!! !*!!*!! !!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I
PETLPKTPRWRTVLNSSLDYI LEHCKNEAQGSPERTHI EGML

QRDKLQHKLLTSE
NTDB id 1094504 ACMVO4 RS02715 WP 414931902.1 TRTLDKYLRPETLPKTPRWRTVLSSLDYILEHCNEQSPERTHIEGLRDKLQHLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!! ! !!!!!!! !!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


