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NTDB id 1191 AAC28468.1 484..945( ) ...MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNVI 77
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGS.. 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1094502 ACMVO4 RS02495 WP 069667590.1 MQSSQSSKAKGFTLIELMIVVAIIGVLASISIPAYQDYVRKSEAASALATLKSLITPAEVFYQEN.....GT...ASAAA 72
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQEN.....GI...AAAAT 72
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NTDB id 1191 AAC28468.1 484..945( ) FDSANGLDGKYF........APGGVTVTPD......TGAINIAFDAGANAGKTMTITPTVIAASGQISTWTCAPGAANGI 143
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..SCVGVQEISASNATT......N..VATATCGASSAGQIIVTMDTTKAKGANITLTPTYASGA...VTWKCTTTSDKK. 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ....AGTAAGFTRLGTVEDMGDGKIVIAPT.ASGALGGTIKYTFDAGVV..SSSKIQLARD.AN...GLWTCSTTVTSE. 140
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ....AGTAAGFTRLGTVEDMGDGKIVIAPT.ASGALGGTIKYTFDAGVV..SSSKIQLARD.AN...GLWTCSTTVTSE. 140
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ....AGTAAGFTRLGTVEDMGDGKIVIAPT.ASGALGGTIKYTFDAGVV..SSSKIQLARD.AN...GLWTCSTTVTSE. 140
NTDB id 1192 PAKAF RS23870 WP 024947914.1 E.VPLGVAADANKLGTIA........LKPDPADGTADITLTFTMGGAGPKNKGKIITLTRTAAD...GLWKCTSDQDEQ. 142
NTDB id 1094502 ACMVO4 RS02495 WP 069667590.1 L.SNLGIDSGANNLGTIA........SAITGTGSAAVPTLKFTFDSDSSMGSSDTITYSRDPST...G.WSCAKAGAV.. 137
NTDB id 1292 VP RS12235 WP 005479693.1 L.AQLGVDVAANDLGAID........SALAGG....SPTLTFTFDADSSIDG.GILTFTRDAAT...G.WSCLPTAPA.. 132
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NTDB id 1191 AAC28468.1 484..945( ) ETRRLPTSCQ*..... 153
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...YVPSECRG..... 147
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...IAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...IAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...IAPKGCTAGATIN 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ...FIPKGCSK..... 150
NTDB id 1094502 ACMVO4 RS02495 WP 069667590.1 ...PSLDGCS...... 144
NTDB id 1292 VP RS12235 WP 005479693.1 ...IAVDGCS...... 139
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