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NTDB id 1094440 ACMHDP RS07330 WP 414840690.1 MARKNVTSNRTSTGVLKKFG...IGLLGGILGGMLSVGGFYYATGANEAASANEPLTSESTKDSTSDAQVSNVKVNVNSD 77
NTDB id 381 SMU RS09890 WP 002262650.1 .......MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNG...........K..TTVSNVIYDTKSN 60
NTDB id 425 SGO RS10525 WP 012131081.1 ........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN...........QKTATTVTTSYKNSNS 61
NTDB id 539 SM12261 RS09395 WP 000681587.1 ........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S...........NNNSTITQTAYKNENS 60
NTDB id 256 KZH43 RS10270 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S...........NNNSTITQTAYKNENS 60
NTDB id 215 SPD RS10945 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S...........NNNSTITQTAYKNENS 60
NTDB id 181 SPR RS10425 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S...........NNNSTITQTAYKNENS 60
NTDB id 145 SP RS11450 WP 000681597.1 ........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S...........NNNSTITQTAYKNENS 60
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LKTVGEPTAIA IGSPLGSDEYANSTVTEQGI IVSSLSNRLTNVTSNSLQRTKNSENSDG
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