
logo MKTAVI LIVTFL ILVI FSCVVIVVI
FHEFGHFYFFAKRASGI LVREFAIGMGPKLI FSAHQTGKDGTTVYTIRAI LPMLGGYVRMAGYWEGEEDTETE IKAT

NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 MKTVLVFLIVFSVVVVIHEFGHFYFAKRAGILVREFAIGMGPKLFSHQGKDGTTYTIRALPMGGYVRMAGYEEE.EEIKA 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!****!!**!*!*!!*!!!!!!*!!!!*!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!!*!!!!!!!!**!***!!!*

logo GMSQPVAGSLVTLDGQKKDDGTKVVRKR INTLSHDKRVQQVLDTQNTAI
LPLMENVATQAQYDLVEDAKLTITGYLVNLGDEESQTVKTYPEVADHDAI

TI IVEEDGTEVLR IAPRKD
NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 GMQVGLVLDQKDTVVKINTSHKVQLTNAIPLEVAQQDLVDALTITGYVNGDESQTVTYPVAHDAIIIEEDGTEVRIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !****!*!*****!**!!*!*******!*!**!***!!*!*!!!!!*!*!* !*!!*!*!!!*!*!!!!!!*!!!!*!
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L INQVVAENNGGAAAQSVASGLKDTGDEAIMVAINQKEDPKVETNDWADQS
NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 VQFQSAKLWQRMLTNFAGPMNNFLLTIAIFILAAFLNGGSADRNSTIINVVENGAAASAGLKDGDEIMAINQEPVENWAQ 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!*!**!*!**!!!!!!!!!!*!****!!**!!**!!**!*****!*!***!!!***!!!*!!*!*!!!***!**!**
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NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 VSQIIQANPEK.....ELQIEVKRENQTQTFTAVPKAIEAGEQKVGQLGIQAPLKTGFFDKIIGGFQESIAAFFRIIDAL 314
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP...QKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATL 314
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP...QESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATL 314
consensus *******!**!******!***!!!*!*******!** * *!****!!****!!!!**!!!*!!!!********!***!
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MFQLMSSAEQAASKEQSGPLMITSVI LMDMLTMAGMI
LS INLGI FNLLIP IPGALDGGKLI LVLMNI I EGAVIRGRKPLSNQEKI EGS IY

NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 RSLLTNFSIDQLGGPVAIFQLSSEAAKQGPMTVLMMTAMISINLGIFNLLPIPGLDGGKLLLNIIEGVRGKPLSQEKEGI 394
NTDB id 323 STU RS10650 WP 011225396.1 KGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESY 394
NTDB id 291 STER RS01205 WP 011680685.1 KGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESY 394
consensus **!*!!!!***!!!!!!*!!*!**!***!****!****!*!!!!!!!!!*!!!*!!!!!***!!!!**!*!!!*!!*!**

logo ITLVAGFVGALVLMMVLVLMVI LAVTWNDIQMRFAFF
NTDB id 1094426 ACMHDP RS00725 WP 016175433.1 ITLVGFGLLMLLMVLVTWNDIQRFFF 420
NTDB id 323 STU RS10650 WP 011225396.1 ITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !!!*!******!!**!!!!!!*!*!!
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