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NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 MKPTLGLKLSQSLTLTPQLQQSIKLLQMSTLELNEEIDRALDDNPLLERLDDPQGAM.SISVSGSGRLLES...GPAPMS 76
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!**! !*!!!*! !!!!!!!!!*!!!*!!*!!* !** !! *!!!!!! ** * ! !! ! !*** ! !
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NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 DAKPGSEGSTDGPASG.....ESNLGGDAGEPGTDLWGADSATMSWGNPGAPEDDDREGQQLSDMGGGLREHLLEQLAAT 151
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTE.RSDWSLD....DFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPL 155
consensus **!* ! *** ***** ! ! ! ** ! !**** ** ** ***!!! * !! * * !!*!*!!!!*
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NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 RVGASDRVLAAVIIDALDDNGYLLDEPEELVDAACALLGEADRIEVLDDFPAALKLVQSFDPPGVGARSAAECLALQILH 231
NTDB id 1425 RS RS02020 WP 011000369.1 KLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPA.....ELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQR 230
consensus ** * !* ! *!* !!! !!! **!** !****** !!* *!!!***!!!!!*!*!!!!!!!!! !!* *
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NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 CDAKSPLRKQDRKLVQLALHLVRNHLQAVASRDFTRLRRLLRVDDEALRAAVNIIKTLDPHPGSRWASSAASHVVPDVRV 311
NTDB id 1425 RS RS02020 WP 011000369.1 LDS.........PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVV 301
consensus *! ********** *!!!**! *!! *! !!*!!!** ! !!! !*!!* *!**! !*!!* ** ! *!!!!! !
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NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 IKTREGWQAQLNASVMPKLAVNEAYARVLKEQRGKLGEGGAALSARLQEARWMIKNVEQRFDTILRVSQAIVERQKAFFT 391
NTDB id 1425 RS RS02020 WP 011000369.1 RKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESG..AANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFT 379
consensus !! !! !!!!* !!!*! *!* !! *!* !! !***! ! *!!!!!!*!!!* !!!!!!!!!!!!!!!!!! !!!
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TLGLHESTI SRVTTNQKFYMATPFMGTFELKYFFGSHSLVASTEATGGATASSTAIRAL IKQL IVAGAEDNPTKNENP
NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 HGEVAMRPLVLREIADILGLHESTISRVTTQKFMATPFGTFELKYFFGSSLATEAGGTASSTAIRALIKQLIAAENTNEP 471
NTDB id 1425 RS RS02020 WP 011000369.1 HGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNP 459
consensus !!!*!!!!!!!!!!!! !!!!!!!!!!!!!*!*!!!! !!!!!!!!!!!** !! !! !!!!!!!!!!!!!**!! * !

logo LSDSR IAELLAGEQGFVVVARRTVAKYREALMKIAPAPVNLRKHSL
NTDB id 1094377 ACMDW7 RS15245 WP 377302918.1 LSDSRIAELLAEQGVVVARRTVAKYREAMKIAPVNLRKHL 511
NTDB id 1425 RS RS02020 WP 011000369.1 LSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!*!!! !!!!!!!!!!!!!*!!**!!!!!*!
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