logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

logo

NTDB id 1094377
NTDB id 1425 RS
consensus

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

ACMDW7 RS15245 WP 377302918.

RS02020 WP 011000369.1

o X ALCRD L, e gl L LR s 5 Y s b

MKl LML LSQ LWLTPQLQQSI LLQ ST EL IBE RALW NPLLERINY |JA(e NN RNEIG SN SREPIPIE
MK LL LSQELALTPQLQQSI LLQ ST EL ME [WALW NPLLERJE  IWNsEIARTEFNGSYRTALE TIRLIETE
! ! ! !

Plkl Tkt D0sl DLULT DL bal D hkl Ik Lk Tk L1 %L1 LTLT %k I Dkokk |

Wb e ool s el LT

DDRJ - [NJQLE] " Ule  [GARE[IL 'EQLA |y
DDRENUIQ L)Y " INAMNORE L EQLAJR
| I

S T s ek
S [, DR ey B

*x | * % K *okokkok | Pkokskk kk kk kkk! 11 % 1

R R gL e absmi A cphece DR YOF) o ARSARE LAl
s e e R e e F i i e Tt

QSFDP G GARSAAECLpN
N *Dx LI 11 Kok | kok 15k sk ok >k ok k

i sl R

I

Tk %

L shvsinsel DM
SLA FUEAFARAAADE 1V UIR
oot LB e o WEOE L G B
S, PAKP I HLIN® AFARD 'TRL ' JALSJVDD[&JAL AAj:#d T : - LEP “PGls#:\ - < B¥NIAN] - VVPD VYV

[ | | |

k1 kokkkkkkkkk kDD lkk! x1 1 %l Tlxl ] lxx | Pk DDk sk Dokok D Dk Dk k%

i BT

UL Bk e pes s ol L ERR
|
| A ALDAIRQ! [UE A
IKTIANGWJAQLN BVMP LI\ N FE\YAR! L |N&RGlQ® INLEIY LQEARW IKN B@QRFDTILRVSQAIVERQKI\FFT
] ] ] rrrrrrrrrrrrrrrrrr ot

R L L L e L A e e

et ORI TERTARE A PR s AL L

HGE AMRPLVLREIADMLGLHESTISRVTT K MATPRGTFELKYFFGS [JATEW\GGWASSTAIRALIKQL AERY Wj
HGE AMRPLVLREIADWLGLHESTISRVTT K MATPRIGTFELKYFFGSEI BTEfWGGIMASSTAIRALIKQL AEDISWY

N '

LSDSRIAELL EQGVVARRTVAKYREA KI IJVNLRKHIL
LSDSRIAELL EQGJVVARRTVAKYREA KIlg VNLRK L

511
499

76
80

151
155

231
230

311
301

391
379

471
459



(>4 ES

non conserved
similar
>50% conserved



