logo

NTDB id 1094260 ACMUKF RS06095 WP 001831131.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RS07770 WP 000776422.1
consensus

logo

NTDB id 1094260 ACMUKF RS06095 WP 001831131.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO07770 WP 000776422.1
consensus

logo

NTDB id 1094260 ACMUKF RS06095 WP 001831131.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 1094260 ACMUKF RS06095 WP 001831131.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 1094260 ACMUKF RS06095 WP 001831131.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RS07770 WP 000776422.1
consensus

100 et stQR DL L ALY Fa s ot 7 e Sl B L

MKIQRSINTEKN B N ML 12pQSIDLL[NGALN LLEEBIGFTLYQSFISFLNERERUYKIX gy RpeYI [Mhsl NNGAQCY@ILIY IG
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG

Ysm ' LAEB& i Y KMNBMQRMKTLQY AL VL QR

Yigd |8 |BQ JSJAEN] GNIJN EALYY TV YMKINIEK IORL KTLQYP JAL SIF g gZyILN TVIPQFQQLY|Y MN LS
YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS

R S R

N LLFY NGjy LQ
SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
SFQKTLSFFITSLPTIIVVMLITVSMLATIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
kb Dokok Dokokok T 1ok | D skokokokokokokok |okokoskskoskok | okokokok Dokok Dokokookook Dokoskokokok Dok Dok Dokok Dokokokokok | Dk Dok Dok DD Dok D Dk 1]

5 e gt VLA oL o A oL PRGBS Lok

(NIVIY YIANIay IFIRYEL G YLiged NYGINYLPYILENLKCFARPLIKF RMQGEKNGKL ELKLYSQ L [MQEYE Kj K

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK

(SR 17 B, LK

QTIYF QPI FIJILG FIV YLVIMLPMF |#MQ IK 355
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356

X non conserved
B similar
> 50% conserved

159
160
160

239
240
240

319
320
320



