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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 ....MENLSLFDLSHVKGEVIRILFQNSDNYYTVIKVDVMDSNEDF.DHEVTIVGYFPQIVEGETYLFKGKVIEHPKYGK 75
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 SLQNGHTFLPIDILINGAYELLNHNQPEV..VAKEQINDVIVEMSEESKIIIEDNNCFMPSLYYSEAKSVQIMHRLYQHQ 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 EDLKEIEKSDLQLHIGEIEDMNDVSYAEGQKNALETAINNKMMLLTGGPGTGKTTVIRGICELYSEIHGVSLDYDDYQEG 393
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 TDFPIVLAAPTGRAAKRLSESTGLEAMTIHRLIGWSKDTQPDDVLDNDIHAHLIILDEMSMVDTWLMYQFLRAVPDYAQI 473
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 IFVGDEDQLPSVGPGQIFKDLIDSKVIPRVNLTEVYRQQEGSSIIDLAHKIKNNI.PVSINEKHHDRSFISCNSNQIASV 552
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 IGVVIGVYKAEENALGKDVIIVDYEGNEITYTKQDLSEVTHAYCCSIHKSQGSEFPIVIMPIVRQYFRMLQKNILYTGLT 712
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 1094220 L1F34 RS06250 WP 016998513.1 RAKQSLVVCGEENAFNQGIKTLGNG.RMTSFDTKLKLYFSNDDTEEPTEIKNLILTEENMYEVDPMINMQNKTPYDFMK. 790
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELE.....ALQKELPFSVHDANIGMEGITPFDFMKE 795
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