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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 MATKQPLVLLVDDEEDLCLLMQMTLARMGIKTHIAYRVEQAKKFFTEFQYDACLTDLNLPDGNGLDLVKHVTQNYPNTPI 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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logo AMVI
LTAYGSNLMDTIA IQAALKAGAFDFLVTSKPVDNLQGMVRHLRDEQL ILVAQTKALRNLRPQRKNQVPEAHQDEATATEENTAPLVEDNNKRLLLIGERSALPPMIRQAQLRNIQALIGKKLIARS

NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE...EAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQMHLDQLIQKALNRPQPEQEAAETALENKLLIGRSAPIQQLRIALKKIARS 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
consensus !**!!!!**!*!!*!!!!!!!!!**!!!****!**!***!!** **! * * !*****!*!*! !***!!****!*!!!

logo QAPVYFVI STGESGSTGKELVVARNL IVHERQLGSPNR I
SERGPFVIPAVINCGAIPSTELMESEFLFGHKKGSFTGAI

T
E
QDKQGLFIQLASASHGGTSLFLDE

NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 QAPVFITGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
consensus !!!!***!!!!*!!!*!!*!*!****!*!*!!***!!!!!!*!!!!!!*!!!!!!!!!!!**!!!!!***!*!!*!!!!!
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 IAELPLNMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLEMLVQQGRFRQDLFFRIHVMDLVLPPLRERGQDILL 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
consensus *!*!!* !!!!!!!!*!!!**!*!!**!!**!!*!***!*!*!!***! *!*!!!!!**!**!**!**!!!!!!**!**!

logo LAENRHI
F
L
I
K
Q
R
K
L
I
A
C
S

G
M
Q

D
E
T
W
G
E
L
T
V

S
P
A
P
V

A
K
Q
R
TLSTEGSADRAQEEQTFKYLKLNQYQHRYFPGNVRELERNI

M
L
I ERAYITLCSDEDADEQTIQDI

L
P

A
H
S

D
HLHQRLPTADPALPRAGSANS IASNPAFAPASAFANQAS

NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA........... 384
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 LANHFIQKISQEWEVSVKTLSSRAEQFLLQQYFPGNVRELRNIIERAITLSDDETIDLAHLQTAPLRSSIANPAPAFANA 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
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LDTEDTDEEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............SQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1094110 ACMHYC RS17815 WP 005226338.1 PAEEIETPQHSASPTMSSKKLPPEGLERYLENIEKEILLNALNLTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEDDE.. 478
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTV.......AAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
consensus * * * **** **!!*!!!*!!******!!**!*!!!!*!!**!!*!!!!*!!!!!!*!*!** *
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